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Supplementary Figure 1: Length of simulated peptides for various corpuses using alternative proteases includ-
ing chymotrypsin, Glu-C, Lys-C, Arg-C, Asp-N, pepsin, and a combined digestion with trypsin. NeXtProt is a
database of human proteins, whereas Cryptonomicon and 50 Shades of Grey are two English fiction novels.
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