A A
0.0034
.
0.0004 (TS
As
o
00034 \ -
0,006 1 :
0.02 0.01
I NI shannon
N Method
EEE B Termp
L] Shannon
025
08
01
06
Method
A
0488 pePcR
Temp
02 45
W=

Primer Utilizing Profiles

Experiment: Al

Template Profiles

Method
* DaPCR

de-0d 4
+ |deal
- TAS

CE“E‘U—
Temp
® 45

A =5
|

de0d=

-0.0010

ANOSIM

DePCR vs TAS:
R=0.201, P=0.0003

-0.0005 0.0000 0.0005 0.0010

o -Tem_fa

0.001%

Ideal.Score

. Method

Primers: 1
Temp Templates: 1
. 45 ANOSIM
A 55
Vethod DePCR vs TAS:
. DepcR R=1, P=0.0001
-+ TAS
TAS45 vs TAS55:
R=0.12; p=0.0012
om .02
DePCR45 vs DePCR55:
R=0.099, P=0.109
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 96.07 | 95.73 | 0.07
% Reads 1 MM 3.68 3.99 0.06
% Reads 2 MM 0.25 0.27 0.62
% Reads 3MM 0.00 0.01 0.28
% Reads with3' MM | 26.81 | 25.29 | 0.23
% Reads with Mid' MM| 30.87 | 34.19 | 0.01
% Reads with 5' MM | 42.32 | 40.51 | 0.17
Average Primer Tm 57.42 | 57.43 | 0.02
Average Shannon 0.26 0.27 0.41

Ideal.Score
TAS45 vs TAS55: - e
R=-0.049; p=0.762
asl |0
DePCR45 vs DePCR55: ool TR
R=-0.015, P=0.478 DePCR
0.2 Ideal
Temp
0 45
| E3
N B ideal
Comparison |Average Ideal Score| ANOVA
TAS 0.06
0.00
DePCR 0.17
TAS45 0.05
0.39
TAS55 0.06
DePCR45 0.15
0.38
DePCR55 0.20




Primer Utilizing Profiles

Experiment: A2

Primers: 10
L ANOSIM Templates: 1
0.041 A i Temp
A * 45 DePCR vs TAS:
, & R A s R=1, P=0.0001
0.00 1 § =
i Method TAS45 vs TAS55:
Cere N ~ DePCR  R=0.425; p=0.0009
-0.04 1 ' - TAS
DePCR45 vs DePCR55:
! ! R= 1, P=0.0002
Q.15 0.10 0.05 0.00 0.05 0.10
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 20.51 | 22.40 | 0.00
m— anren %Reads1MM | 77.21 | 75.57 | 0.00
. % Reads 2 MM 221 | 199 | 0.03
02 M2 % Reads 3MM 006 | 004 | 0.05
! — % Reads with3' MM | 22.46 | 19.63 | 0.00
R— Nethod % Reads with Mid' MM| 34.31 | 36.69 | 0.00
*! Wloeecs % Reads with 5' MM | 43.23 | 43.68 | 0.28
oos 1T Average PrimerTm | 57.79 | 57.84 | 0.00
. - Average Shannon 2.31 2.26 0.00

Template Profiles

Method
- pepcr 70 s Y
- Ideal \ A
- TAS \ A
De+00 4
Temp
® 45 d
A s5 56-04 -
B cea
-U.(IJU2 U.L;'ZJlJ o [;Ug U.(;Uﬂl
ANOSIM
DePCR vs TAS: )
R=0.169, P=0.0003 A o Score
| | Tem1p
Ideal.Score
R=0.183; p=.031 oeh
060
DePCR45 vs DePCR55: | || wiaikaa
R=0.063, P=0.00063 0.4 TAS
DePCR
0.2 Ideal
Temp
[} 45
Comparison |Average Ideal Score| ANOVA Ibs
TAS 0.06 e
0.00
DePCR 0.26
TAS45 0.04
0.04
TAS55 0.09
DePCR45 0.22
0.53
DePCR55 0.30




Primer Utilizing Profiles

Experiment: A3
Primers: 9

Templates: 1

00801 ANOSIM
- T
3025 4 em
v W o DePCRvs TAS:
0000 " A 55 R=0.968, P=0.0001
00251 v Method TAS45 vs TAS55:
e i L + pePcR  R=0.207; p=0.02
- TAS
-0.050 4
DePCR45 vs DePCR55:
. R=1, P=0.0002
0.15 0.10 0.05 o.oo 0.05
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 1.39 1.34 0.50
N ainos % Reads 1 MM 95.79 | 95.93 | 0.28
| I Temp
aa"m % Reads 2 MM 2.76 2.66 0.43
I 2.3
\ o2 % Reads 3MM 0.06 | 0.07 | 0.59
015l |226 % Reads with3' MM | 24.06 | 20.38 | 0.00
e % Reads with Mid' MM| 33.92 | 37.58 | 0.00
peFeR % Reads with5' MM | 42.03 | 42.04 | 0.98
Tem
o .:5 Average Primer Tm 57.81 | 57.95 | 0.00
o . Average Shannon 2.31 2.25 0.00

Template Profiles

Method
= DePCR . . ]
+ Ideal
- TAS

0e+00
Temp
. a5

N

A ss 004
|

0.002
ANOSIM

DePCR vs TAS:
R=0.25, P=0.0001

TAS45 vs TAS55:
R=0.064; p=0.137

DePCR45 vs DePCR55:

-0.001

R=0.26, P=0.006

Comparison |Average Ideal Score| ANOVA
TAS 0.08
0.00
DePCR 0.25
TAS45 0.05
0.17
TAS55 0.10
DePCR45 0.36
0.00
DePCR55 0.14

0.000 0.001

| Ideal.Score
[ Method

MR Tem P

Ideal.Score
Woss
0.8

os. 0
Method

0.4 TAS
DePCR
02 Ideal

Temp
0 45

55
Ideal



0.104
0.051
0.004
-0.054

-0.104

Temp
‘ * 45
S A s R=0.733, P=000.01
. Method TAS45 vs TAS55:
o, - perck  R=0.894; p=0.0002
; - TAs
DePCR45 vs DePCRS55:
. R=1, P=0.0002
-0.50 0.25 0.00 0.25
Comparison DePCR45|DePCR55|ANOVA
| L % Reads 0 MM 0.48 0.39 0.12
SR Shannon % Reads 1 MM 2.07 2.45 0.01
D cthod
— —= - % Reads 2 MM 96.12 | 95.82 | 0.04
oz M2 % Reads 3MM 134 | 134 | 095
02 M. 6 % Reads with3' MM | 25.84 | 17.10 | 0.00
015 Mﬂ::; % Reads with Mid' MM| 37.01 | 44.30 | 0.00
0.1 BMDePCR % Reads with 5' MM | 37.15 | 38.59 | 0.00
0.0 Temfs Average Primer Tm 58.56 | 58.97 | 0.00
s Average Shannon 3.25 2.58 0.00

Primer Utilizing Profiles

ANOSIM

DePCR vs TAS:

Experiment: A4
Primers: 27

Templates: 1

Template Profiles

Be-04 4

Method
= DePCR 4,44
+ |deal
- TAS

0e+00
Temp

® 45 b
-3e-04 ,
A s fed ~ °

W eal

-Be-044

0001 0.000 0.001
ANOSIM

DePCR vs TAS:

R=0.108, P=0.013 S enod

| . -Tem]p

TAS45 vs TAS55: "’.“;'ﬁ“"‘
R=-0.048; p=0.71 0.8}
o6 |0
DePCR45 vs DePCR55: | | e
R=-0.01, P=0.469 0.4l tas
DePCR
02 Ideal
Temp
o 45
Comparison |Average Ideal Score| ANOVA Iss
TAS 010 |deal
0.02
DePCR 0.18
TAS45 0.09
0.71
TAS55 0.11
DePCR45 0.21
0.37
DePCR55 0.16




3

0,001

-0.054 -

|| Shannon
_-'- Method
- Temp

Shannan
|

015
—_—

w— 2
0.1 Method
TAS

DeFCR

0.05 Temp

45
| E

Primer Utilizing Profiles

Temp
. s

A s5

Method
+ DeFCR
- TAS

ANOSIM

Experiment: A6
Primers: 64

Templates: 1

DePCR vs TAS:
R=1, P=0.0001

TAS45 vs TAS55:
R=1; p=0.0002

DePCR45 vs DePCR55:

- - R=1, P=0.0002
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 12.16 | 19.31 | 0.00
% Reads 1 MM 47.68 | 65.16 | 0.00
% Reads 2 MM 29.86 | 12.81 | 0.00
% Reads 3MM 10.31 2.72 0.00
% Reads with3' MM | 27.41 | 21.24 | 0.00
% Reads with Mid' MM| 34.60 | 37.10 | 0.00
% Reads with 5' MM | 37.99 | 41.66 | 0.00
Average Primer Tm 58.18 | 57.99 | 0.00
Average Shannon 3.43 2.76 0.00

Template Profiles

-0.003

Method
S04
* DePCR
* Ideal
- TAS De+00 .
Temp -5e-04 o
. 45
A 55 )
. Ideal ~fe-031
-CI{IJUS -0\.136
ANOSIM
DePCR vs TAS:
R=0.168, P=0.0002
TAS45 vs TAS55:
R=0.074; p=0.109
DePCR45 vs DePCR55:
R=-0.007, P=0.469
Comparison |Average Ideal Score| ANOVA
TAS 0.05
0.01
DePCR 0.36
TAS45 0.04
0.31
TAS55 0.07
DePCR45 0.49
0.25
DePCR55 0.22

0.000

Ideal. Score

ﬂ.ﬂ. Method
Tm]p

- I Ideal scom

osL_i0
Method

o4l Tas
DePCR
0.2 B Ideal

Temp
0 45

55
Ideal



Primer Utilizing Profiles

Experiment: B1
Primers: 1

Templates: 10

T —_ ANOSIM
0.014 A --‘““-..‘_
A Ry T
N » A ; mfa DePCR vs TAS:
A A N A s R=0.987, P=0.0001
0.004 . AL \‘\\ s
°r \\ Method TAS45 vs TAS55:
" \ - pepck  R=-0.108; p=0.934
0014 \“‘~ . N\ - TAS
T~ ) DePCRA45 vs DePCRS55:
= R=1, P=0.0002
-0.04 -0.02 000 02
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 14.27 | 16.77 | 0.00
1 Shannan % Reads 1 MM 84.21 | 81.72 | 0.00
I Method
e — JEL—- % Reads 2 MM 150 | 148 | 0.79
o % Reads 3MM 0.02 | 0.03 | 0.36
! 54 % Reads with3' MM | 22.00 | 19.63 | 0.00
1 08
e % Reads with Mid' MM| 36.82 | 39.84 | 0.00
04 oepcr % Reads with5' MM | 41.18 | 40.52 | 0.02
02 T"'",,ps Average Primer Tm 57.42 | 57.43 | 0.01
5 L Average Shannon 0.27 0.36 0.00

Template Profiles

Method
~+ Decr O
—— ldeal
. | ,_.?}'3‘
™ e - 2o
Temp
N 01
A ss
B e
02 = = 5 +
-0 0.0 0.1 02
ANOSIM
DePCR vs TAS: _
R=0.878, P=0.0001 e
B W W Temp st
. eal Score
TAS45 vs TAS55: * M5
R=1; p=0.0002
0
DePCR45 vs DePCRSS5: o1 Method
R=0.909, P=0.0002 TAS
DePCR
|deal
Temp
45
Comparison |Average Ideal Score| ANOVA Iss
TAS 50.80 et
0.00
DePCR 22.82
TAS45 45.63
0.00
TAS55 55.97
DePCR45 22.42
0.12
DePCR55 23.23




Primer Utilizing Profiles

Experiment: B2

Template Profiles

Method
-~ DePCR

~o— |deal

(" Primers: 10
ol N\ \: Temp Templates: 10
0001 o R %’ ANOSIM
~ PO Method
NER « oeecx  DePCRVsTAS:
005 .._\M \ - TAS R=0.986, P=0.0001
| . N . TAS45 vs TAS55:
-0.10 -0.05 0.00 0.05 R=0.422; p=0.0002
DePCR45 vs DePCR55:
‘—.‘ ‘ R=1, P=0.0002
Shamson
. Iz.aa
23 Comparison DePCR45|DePCR55|ANOVA
" R % Reads 0 MM 28.98 | 48.05 | 0.00
v %Reads1MM | 46.54 | 43.24 | 0.00
e % Reads 2 MM 24.26 | 8.63 | 0.00
o % Reads 3MM 0.22 | 0.08 | 0.00
% Reads with 3' MM | 23.28 | 25.47 | 0.00
% Reads with Mid' MM| 34.68 | 35.29 | 0.10
% Reads with 5' MM | 42.04 | 39.24 | 0.00
Average Primer Tm 57.78 | 57.87 | 0.00
Average Shannon 2.33 2.31 0.00

- TAS
0.004

Temp
* 45

A 55
B cea

-0.051

-0.104

0054 { T~

ANOSIM

DePCR vs TAS:
R=0.993, P=0.0001

TAS45 vs TAS55:
R=1; p=0.0002

DePCR45 vs DePCR55:

0.4

R=1, P=0.0002
Comparison |Average Ideal Score| ANOVA
TAS 38.60
0.00
DePCR 16.55
TAS45 45.48
2 0.00
TAS55 31.73
DePCR45 18.00
0.00
DePCR55 15.10

0.4 0.2

Ideal Score
40

0.15

o

0.1 Method

TAS
DePCR
0.05 Ideal

Temp
45

55
Ideal



0.054

0.00 4

-0.05 4

Primer Utilizing Profiles

Experiment: B3
Primers: 9

Templates: 10

ANOSIM
N D Temp
i\.\ e 45  DePCRyvs TAS:
"Q“ N A 55 R=1,P=0.0001
. AN
By FAN Method ~ TAS45 vs TAS55:
e\ . bepcr R=-0.051; p=0.671
S - TAS
™~ DePCR45 vs DePCR55:
R=1, P=0.0002
0.10 005 0.00 0.05
Comparison DePCR45|DePCR55|ANOVA
. ’ ‘ ‘ | % Reads 0 MM 29.10 | 49.31 | 0.00
e o %Reads1MM | 42.17 | 40.86 | 0.00
O mEN W Temp
ﬁ‘;";; %Reads2MM | 28.46 | 9.73 | 0.00
% Reads 3MM 0.27 0.10 0.00
% Reads with3'MM | 23.19 | 24.82 | 0.00
o """""" % Reads with Mid' MM| 35.92 | 36.26 | 0.40
oo M‘:"‘” % Reads with 5' MM _| 40.89 | 38.91 | 0.00
.;: Average Primer Tm 57.77 | 57.91 | 0.00
o Average Shannon 2.26 2.23 0.00

Template Profiles

0.104
Method
* DePCR 5]
—=— |deal
—=— TAS
0.00+
Temp
* 4 0,054
A ss
W cea
-0.104
04
ANOSIM
DePCR vs TAS:
R=0.916, P=0.0001
TAS45 vs TAS55:
R=1; p=0.0002
DePCR45 vs DePCR55:
R=1, P=0.0002
Comparison |Average Ideal Score| ANOVA
TAS 38.38
0.00
DePCR 16.69
TAS45 45.24
0.00
TAS55 31.52
DePCR45 19.30
0.00
DePCR55 14.41

00 01



0104

0.004

-0.051

Primer Utilizing Profiles

Experiment: B4
Primers: 27

\ ANOSIM Templates: 10
NN Temp
A . 45 DePCR vs TAS:
* i @ A s R=1, P=0.0001
NN * Method TAS45 vs TAS55:
N\ - perck  R=0.47; p=0.0002
\\. — TAs
N DePCR45 vs DePCR55:
. R=1, P=0.0002
0.00 0.08
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 0.56 0.76 0.00
._—f,l‘.:;‘:" % Reads 1 MM 49.53 | 74.13 | 0.00
=" shannon %Reads2MM | 4513 | 22.37 | 0.00
B Hm % Reads 3MM 477 | 2.75 | 0.00
voal 324 % Reads with3' MM | 26.39 | 22.68 | 0.00
Wethod % Reads with Mid' MM| 36.84 | 40.90 | 0.00
006=TAS
one DePCR % Reads with 5' MM | 36.77 | 36.42 | 0.07
: Temp .
o0 iﬁ Average PrimerTm | 58.59 | 58.76 | 0.00
= Average Shannon 3.27 3.22 | 0.00

[
|
[
—

Template Profiles

0z
Method
= DePCR
* |deal 01 A
— TAS
i ]
0.0 \..‘_M.'_
Temp N
* 45
A ss 01
B cea
02
0.10 0.05 0.‘00 0.05 0.10
ANOSIM
DePCR vs TAS: I 1000 Sc0re
R=1, P=0.0001 T Method
-_ | B Temp
TAS45 vs TASS55: 010 gt
R=1; p=0.0002 018
0.14 0
DePCR45 vs DePCR55: I . 012 ethod
R=1, P=0.0002 01 Mas
0.08 DePCR
0.06 Ideal
I 0.04 T"“_";
Comparison |Average Ideal Score| ANOVA | IS5
TAS 38.13 0.00 Idnal
DePCR 11.53 ’ —
TAS45 42.14
0.00
TAS55 34.13
DePCR45 11.82
0.41
DePCR55 11.28




0.011

Primer Utilizing Profiles

Experiment: C1
Primers: 1

Templates: 10

A== ANOSIM
-_\ -\"‘\-,\‘. . Temp )
\4‘ o A gfgggfrz‘g 0001
A -, A 994, =0
AN - N Method TAS45 vs TAS55:
I BT ~ oeror  R=0.104; p=0.117
T N - TAS
\
T | DePCR45 vs DePCR55:
I . I=— I R=1, P=0.0002
-0.04 -0.02 0.00 0.02
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 3.42 | 577 | 0.00
| RN Shannon
I ethod % Reads 1 MM 94.72 | 92.70 | 0.00
B . Temp
—— e % Reads 2 MM 1.83 | 1.51 | 0.00
08 % Reads 3MM 0.02 | 002 | 035
PRCY % Reads with 3' MM | 22.75 | 20.24 | 0.00
e % Reads with Mid' MM| 36.06 | 39.65 | 0.00
04
: i % Reads with 5' MM | 41.19 | 40.11 | 0.02
Temp
”.:: Average PrimerTm | 57.42 | 57.43 | 0.16
0 Average Shannon 0.28 0.36 0.00

Template Profiles

0.2
Method
== DePCR
- Igeal 011
- TAS
Temp ] {'.‘--...Z‘ﬁ‘:
. 45
A 55 014
| T
0.1 D.':l 0.1 0.‘2
ANOSIM
DePCR vs TAS: [ 1 WEEE dcal.Score
R=0.875, P=0.0001 %ie':‘hpw
| | Ideal. Score
TAS45 vs TAS55: 02 %0
R=1; p=0.0002
0.1% 1]
DePCR45 vs DePCR55: o Method
. TAS
R=0.993, P=0.0002 DePCR
0.05 Ideal
Temp
a5
Comparison |Average Ideal Score| ANOVA I::m
TAS 54.32
0.00
DePCR 22.45
TAS45 48.72 0.00
TAS55 59.91 ’
DePCR45 21.04
0.00
DePCR55 23.87




=
0.05 1 \ T~

0.004

-0.054

| Shannon
_ Method
[N NN Temp

Shannan
I 234
015
am
04 Method
TAS
f f DePCR
@05 Tunps
a5

| E

o

Primer Utilizing Profiles

ANOSIM

Experiment: C2
Primers: 10

Templates: 10

Temp DePCR vs TAS:
@ 1% R=0.956, P=0.0001
Method TAS45 vs TAS55:
. oepor  R=0.335; p=0.002
\\ - TAS
~_ \ DePCR45 vs DePCRS55:
| = R=1, P=0.0002
[l]
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 29.58 | 51.32 | 0.00
% Reads 1 MM 42.98 | 38.78 | 0.00
% Reads 2 MM 27.22 9.83 0.00
% Reads 3MM 0.23 0.07 0.00
% Reads with3' MM | 23.43 | 26.64 | 0.00
% Reads with Mid' MM| 34.80 | 34.94 | 0.65
% Reads with 5' MM | 41.77 | 38.42 | 0.00
Average Primer Tm 57.79 | 57.89 | 0.00
Average Shannon 2.33 2.30 0.00

Template Profiles

010

Method
* DePCR gpsq [
o Ideal \ "
~ TAS \A\“ ™~
L
=N
. 45 ~_)
‘ . 005 .
B e
-0.104
=01 0.0 0.1 0z
ANOSIM
DePCR vs TAS: || W ideal. Score
R=1, P=0.0001 I Vethod
B W Temp
Ideal Score
TAS45 vs TAS55: 40
R=1; p=0.0002
0.15 o
DePCR45 vs DePCR55: , Method
R=1, P=0.0002 ) Tas
DePCR
0.05 Ideal
Temp
45
Comparison |Average Ideal Score| ANOVA iss
TAS 41.48 et
0.00
DePCR 17.56
TAS45 49.17 0.00
TAS55 33.79 ’
DePCR45 19.07
0.00
DePCR55 16.04




Primer Utilizing Profiles

012

0,08 004

o} Shannon
I Method
O W Temp

Shannan

Experiment: C3
Primers: 9

Templates: 10

ANOSIM
A Temp
. a5 DePCR vs TAS:
A s5 R=1, P=0.0001
Method TAS45 vs TAS55:
~ percr  R=0.328; p=0.002
- TAS
DePCR45 vs DePCR55:
R=1, P=0.0002
0.04
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 31.68 | 55.21 | 0.00
% Reads 1 MM 35.80 | 34.32 | 0.00
% Reads 2 MM 32.24 | 10.39 | 0.00
% Reads 3MM 0.28 0.09 0.00
% Reads with3' MM | 23.20 | 25.56 | 0.00
% Reads with Mid' MM| 35.69 | 36.68 | 0.03
% Reads with 5' MM | 41.11 | 37.77 | 0.00
Average Primer Tm 57.75 | 57.93 | 0.00
Average Shannon 2.25 2.22 0.00

Template Profiles

o~
Method NN\
— DePCR 2051 NN
—= ldeal \ﬁ}\
- TAS
0.00+ \ N\
Temp .\\ . b
* 45 "\ a, \
A s 0,05+ N\
B cea .
04 0o 04 02
ANOSIM
DePCR vs TAS: : doal.s
al.Score
R=0.991, P=0.0001 PR Method
DU B Temp
Ideal.Score

TAS45 vs TAS55:
R=1; p=0.0002

DePCR45 vs DePCR55:
R=1, P=0.0002

Comparison |Average Ideal Score| ANOVA
TAS 41.53
0.00
DePCR 17.05
TAS45 48.81 0.00
TAS55 34.24 ’
DePCR45 20.19
0.00
DePCR55 14.31

40

Method

0.1 TAS
DePCR
0.05 Ideal

Temp

45
55
Ideal




0.02 4

0.01

0.004

-0.014

0024

Primer Utilizing Profiles

Experiment: D1
Primers: 1

Templates: 4

ANOSIM
A Temp
. & DePCR vs TAS:
1 4| as R=0.791, P=0.0001
y S _
[ Method ~ TAS45 vs TAS55:
- . + DePCR R=0.009; p=0.399
S - TAS
. DePCR45 vs DePCR55:
R=1, P=0.002
-0.10 -0.05 Q.00 0.05
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 13.18 | 19.78 | 0.00
- Shailih % Reads 1 MM 85.31 | 78.86 | 0.00
e % Reads 2 MM 1.47 | 1.34 | 0.08
N % Reads 3MM 003 | 002 | 013
i % Reads with3'MM | 97.79 | 97.65 | 0.30
*® wetnoa % Reads with Mid' MM| 0.94 | 0.98 | 0.66
TAS
04 il oercR % Reads with 5' MM 1.27 1.37 0.21
02 T""‘:; Average Primer Tm 57.43 | 57.43 | 0.00
s Average Shannon 0.34 0.53 | 0.00

Template Profiles

0.10 9
Method
+ DePCR 0.05 1
+ Ideal
-+ TAS
0001 m et —
Temp
® 45
A 55 .05
|
0-2 Q U.’L‘ 0“.
ANOSIM
DePCR vs TAS: |
R=1, P=0.0001 R . 5core
B W Temp
0.8 |deal.Score
TAS45 vs TAS55: | L
R=1; p=0.0002 06
o
DePCR45 vs DePCR55: 0.4 sethod
R=0.996, P=0.0002 Wrs
DePCR
02 Ideal
Temp
o a5
Comparison |Average Ideal Score| ANOVA s
TAS 68.46 el
0.00
DePCR 24.27
TAS45 65.95
0.00
TAS55 70.96
DePCR45 20.15
0.00
DePCR55 27.87




0.024

0.004

-0.04 4

Y

-0.25

. Shannon
I Method
. N Temp

| Shannon
— I > W

0.25

. a5
£+

Method

*

.

Primer Utilizing Profiles

Temp

85

DePCR
TAS

ANOSIM

DePCR vs TAS:
R=0.97, P=0.0001

TAS45 vs TAS55:
R=0.866; p=0.0002

DePCR45 vs DePCR55:

Experiment: D2
Primers: 10

Templates: 4

Py 0.2 R=1, P=0.0002

Comparison DePCR45|DePCR55|ANOVA

% Reads 0 MM 26.59 | 43.80 | 0.00

% Reads 1 MM 43.50 | 46.84 | 0.00

% Reads 2 MM 29.69 9.28 0.00

% Reads 3MM 0.22 0.08 0.00

% Reads with3' MM | 64.27 | 75.44 | 0.00

% Reads with Mid' MM| 15.38 | 12.56 | 0.00

% Reads with 5' MM | 20.35 | 12.00 | 0.00

Average Primer Tm 57.98 | 58.11 | 0.00

Average Shannon 2.23 1.90 0.00

Template Profiles

0.08
1
Method
+ DePCR  0.044
+ ldeal
- TAS
0.02
- oty
Temp
4 L L]
. 5 0.00 A
A 55 ::
W e 0024 A
0.2 01
ANOSIM

DePCR vs TAS:
R=1, P=0.0001

TAS45 vs TAS55:
R=1; p=0.0002

DePCR45 vs DePCR55:
R=1 P=0.0002

Comparison |Average Ideal Score| ANOVA
TAS 41.16
0.00
DePCR 13.23
TAS45 45.17
0.00
TAS55 36.58
DePCR45 9.53
0.00
DePCR55 17.45
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IR Ideal.Score
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Primer Utilizing Profiles

Temp

A F'y

45
55

Method

—-

DePCR
TAS

ANOSIM

Experiment: E1
Primers: 1

Templates: 4

DePCR vs TAS:
R=1, P=0.0001

TAS45 vs TAS55:
R=0.126; p=0.054

DePCR45 vs DePCR55:

R=0.078, P=0.174

Comparison DePCR45|DePCR55|ANOVA (p-value)
% Reads 0 MM 9.30 9.15 0.48
% Reads 1 MM 89.14 | 89.39 0.29
% Reads 2 MM 1.54 1.45 0.31
% Reads 3MM 0.02 0.01 0.23
% Reads with 3' MM 0.81 0.77 0.34
% Reads with Mid' MM| 97.93 | 98.03 0.37
% Reads with 5' MM 1.26 1.20 0.54
Average Primer Tm 57.42 | 57.42 0.76
Average Shannon 0.20 0.19 0.10

Template Profiles

|
Method 0.031
* DePCR
+— |deal 0.024
-+ TAS
0.014
Temp ¢ \\
L8 o ‘n‘
W dea 001 \“!, |
C-rUG 0,03
ANOSIM
DePCR vs TAS:
R=1, P=0.0001
TAS45 vs TAS55:
R=0.1; p=0.116
DePCR45 vs DePCR55:
R=-0.103, P=0.963
Comparison |Average Ideal Score| ANOVA
TAS 20.53
0.00
DePCR 7.30
TAS45 20.28
0.26
TAS55 20.78
DePCR45 7.11
0.56
DePCR55 7.47




Primer Utilizing Profiles

Experiment: E2
Primers: 10
Templates: 4

ANOSIM
0.05 Ry
~_ Temp
‘ . a5 DePCR vs TAS:
A A ss R=0.893, P=0.0001
000 A
' ., Method ~ TAS45 vs TAS55:
‘ ! « percr  R=0.743; p=0.0002
0.0 B . - TAS
DePCRA45 vs DePCRS55:
v . . R=1, P=0.0006
-0.4 02 00 0.2
Comparison DePCR45|DePCR55|ANOVA
% Reads 0 MM 30.88 | 51.68 | 0.00
R inod % Reads 1 MM 41.43 | 38.94 | 0.00
= I Tem,
i Shannon % Reads 2 MM 27.43 9.31 0.00
23
. i °" % Reads 3MM 0.25 0.07 | 0.00
: o3l 17 % Reads with 3' MM | 10.65 7.69 0.00
il % Reads with Mid' MM| 66.09 | 76.16 | 0.00
** M oercr % Reads with 5' MM | 23.26 | 16.15 | 0.00
01 Tm:; Average Primer Tm 58.44 | 58.93 | 0.00
5 L Average Shannon 2.16 1.70 0.00

Template Profiles

[
Method
+~ DePCR 25
= Ideal " )
- TAS = )
e . =/
0.000 7 A /
Temp A ‘A‘»
* 45
A s N 7
W s oo
0.08 0.00 0.08
ANOSIM
DePCR vs TAS: e Ideal.Score
= = EEEN Method
R=1, P=0.0001 — T:r;:
0.5 Ideal.Score
TAS45 vs TAS55: |k
R=0.984; p=0.0002 04
03 f
DePCR45 vs DePCR55: " Method
R=0.633, P=0.0001 0.2 Ml TAS
DePCR
01 Ideal
Temp
(1] 45
Comparison |Average Ideal Score| ANOVA '55
TAS 21.50 e
0.00
DePCR 491
TAS45 21.66
0.59
TAS55 21.35
DePCR45 5.95
0.00
DePCR55 3.87




