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2 - 6 bp insert for tagging & sequence shifting (diversity)
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were used (Elbrecht & Leese 2017), as well as different 2 - 6 bp inserts for the newly designed primers, the new inserts

Figure S2: Bar plot showing the base composition across the primer set. As seven fusion primers of an earlier study
(dashed line) have to accommodate for that to provide an equal nucleotide composition.



