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>BminOR2a [gene=OR2a ] [protein=odorant receptor 2a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi006479] [locus=Contig1933:2179906:2186009:-
len:1191 odorant receptor 2a]
MSLKINSWDAFKYHWCVWDLSGFRGPQKQSTWYIPYKLYTIAITLLFPIYYPTCFTVESLL
ADNLNDFCEVIYIAMADVTLNIKFLTLFIVRQQLLELRPILKHLDARARTEEEIGVLQDGID
SAKKCFLIILRLFYSAFVTSQLMVIFSVEARLMYPAWYPFDYQASRTKFWIAYGYQTIGFLV
QCTQACSVDTYPQAYMRVLTAHIRALSLRVERIGRKNFSYASSELMCLTKDEMKRNYDEL
VSSIKDHKTIIELFSTIQKPISGTSMAQFVCTGVAQCTIGVYMLYVGFNISIMLNMAVFFVSV
TMETLILCYYGDLFCQECEGLSKAIYNCNWTVQSTEFKNALSFFLLRSQRVNILMAGNWI
PVKLPTFVMLIINEVMSLLIDDYNKIE*

>BminOR7al [gene=OR7al ] [protein=odorant receptor 7al ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi005185] [locus=Contig1665:830963:832327:+
len:1191 odorant receptor 7al]
MFELITGRGIGIASSKDAFIYFFKGCTIVGLSPPKNSGLLYYMWSFSVNAICIHISPITGPVGF
VIKYLQNTITTVQFLSGLQAALNLIGLPVKCSTVTHALKRLRGIEPTLTIMDARYTRPEDVA
LIRKAALMGNRLVFFFGTSYFMYMLFTVIPPLINGKAPLSVWIPFFDEHQSRIHICVQIVYD
LFTMFFVLFHQSLYDSYGSVYIYVISTHLQLLVRRVGRLGTDATKSQDDNMKELVDCVVT
HQQILELLATIEPHSTTMFTQFLIISSILCVTMVNMFFFADRSTQLASTLYFLCVLLQTSPCC
YFATELKADSEQLPLAIFHCNWVEQDQHFRKVILYFMHHAQLSIELMAMQLFPINVATNIS
LAKFSFTLFTFIKEMGIGQNAKN*

>BminOR7a2 [gene=OR7a2 ] [protein=odorant receptor 7a2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi008156] [locus=Contig2615:374025:384926:-
len:1194 odorant receptor 7a2]
MFDLIKGRRRTVFASRDAVIYLFNSFRYVGFNPPAKYRLPYFLY SAITFFAVLFSPVIFNVG
WLRDRNKLSVMEILTCVQASLNVMAVPLKCIALAMAMNRLRGIEPMVTELDERYTTPED
RAKIKQCAVTGNRLVFGFAVSYFLYETLTVISALVGGHAPLSLWIPNVDWHRSTWEYWLQ
VSFDAAVLFFILYHQVLNDSYPAVYIYIIRTQIQLLTSRVEKLGYDDQKSADENYQELSECIV
IHOQKILKIVKIVESVVSITVFTQFLVAAAILGVTMINIFIFADLTTKIASVTYFFCVLLQTSPTC
YHASYLLADCDELRIAIFQCNWIAQNKRFENNLLIYFLHRSQDSIPFFALKLVPINLATNLSTS
FREGY*

>BminOR10a [gene=OR10a ] [protein=odorant receptor 10a ] [organism=Bactrocera minax]
[moltype=protein]  [country=China] [ID=Bmi009555] [locus=Contig5068:234314:237294:-
len:1065 odorant receptor 10a]
MNFRFLSRTFSLHDYYFYVPKLCLGALGFWPLDTSEPNASNVWAWMNLIILTIGVFTEIHA
GCSALRTDLELALDTLCPAGTSAVTLLKMALIYYYRKDLAWVLKRMRGFMYTRDVSINT
VKEHIVRAHAVMAARLNFIPFVMGFITCTSYNLKPLLMTLILYVQGQEPMWKLPENMTAS
ALFHYSMPSFLLQAPYFPLTYIFTSYTGYITIFMYGGCDAFYFEFCSNIAALLELLQNDLKSI
ISFGEGLIKTFKFPSQSVQLATVAFGCDWLACNPRLRRYVLMIILRSHRAINMAVPFFAPSLV
TFTSILQTSVDHDPLGSKKSERCSNEQVEAKDGEEEVEKEKKRKKVEN*

>BminOR22c [gene=OR22c ] [protein=odorant receptor 22c ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi009742] [locus=Contig5835:1170:16990:+ len:1236
odorant receptor 22c]
MRRLLGSEVPIERSFFRIPRFSARIAGFWPLSFDRPLSWLTALRFCVNTFAVAVGGFGEVSY



GFVYLHDLFGALEAFCPGITKVISLLKMTVFFVRRKRWIHVINSMRQLLLLDISAEKRRIVE
PLASFASLLSFVLLLSGSVTNTFENTLPLLKMGYYKWQSLEAELLLPFNVILPEMLPIAILPS
HIPGADALRRHDCFSLLVRSMVSSSALARLSRLAVCFFLVVFCCQWSTQRCAKYADTASL
WRWLVERHNKIIDLCSDFALEFYSYSDAFLFRHRWCCASQHFGLMLNSASVGVLTYIFYSI
AALTQLFLYCIGGTYVSESSLKVAEVIYDIDWYKCDVRTRRMLLMMICRAQKAKTIQVPF
FTPSLPAFRSARKSIIDQISPKRCERNQSTLIRAKHEEEEAVE*

>BminOR24a [gene=OR24a ] [protein=odorant receptor 24a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi010522] [locus=Contig7932:8746:10806:+ len:1179
odorant receptor 24a]
MLLKFLTQSYPTEKNIFLIPRLALRIIGFYPEESSSRRRQAFLIFNWVILVYGCYAEFMFGIQN
LSIDVVRALDALCPVASSIMSVVKVTFLWYHRAELNRLIKRVTELNAAQDSPLKSAYKHR
YFATATRLSASLLFFGFITATLYGTRAGMINYLSYLRKDEIPFETPFKMIIPKSLLSMPLFPLTF
ILSLWHGYITIAGFAGTDGLFLCFCMYIGTLLKALQYDMKDLLSDVHSGVCKSSAEYEIKE
SLKMIIARHNEIIDLVKRFSAVMSGVILGHFVTSSAIIGTGVLDMLLFSDYGVFVYLLHTMT
VTTELYLYCIGGTVVIECSSQLATAAYDSHWYTHSVEVQKMVLLIILRAQRSLVIKVPFFAP
SLSVLTSVSKQLRLCTVF*

>BminOR33abl-1 [gene=OR33ab1-1 ] [protein=odorant receptor 33ab1-1 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi000272] [locus=Contig1018:631231:632461:-
len:1170 odorant receptor 33ab1-1]
MGKKLLVVKSSVNTPVDTVACFDIFWMCWKLMGISINSNKWYVTLYDIVVNIFVTIFYPIH
LTVGLFLVPVLSDVFKNLAHITDVACSTKHYLFRYKLSKIREIQRLLKELDDRVVAQDERD
YENKSIRSAVRRMMLIFCVSYAGDTLASALEVLAKKDRELMYPAWFPFDWSANRYTY YA
AVIYQIVGVSLQITQNLAHDTFAPVSLCVMSGQVRLLAMRVSKVGYDESKTLAEHEEELN
ECIEDHKKLLRIFDLLQDVFWYTQLVQFSSVGLNICLTVVFLLQFADNIFAYLYYTAYFISM
ALELLPACYYGSKMQEEFQDLPYAIFKSNWIAQRKSFQQNLRIFTELSKKQLTPTAGGIINI
HLTSFVATCKMAYSLYTVLMNMK*

>BminOR33abl1-2 [gene=OR33ab1-2 ] [protein=odorant receptor 33ab1-2 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi000270] [locus=Contig1018:624095:625322:-
len:1155 odorant receptor 33ab1-2]
MAGSNQVLQSVDSVVLYRAFWLCWHAVGISTAYNKYFCGLYNLLINVLVTIFYPIHLFLGL
FLNPTPADLFQNLSITITCFICSIKHYLLRRKLPQIHTVQVLLAELDKRVEGADEHAYFQQQ
LVVGAKNVVKLFSIAYGGANMAAISATLLSKERRLLYPAWLPFRWEASTENYCAAVIYQIA
GVTIQIVQNLANDIYPPMSLCIIAGHVHLLALRVAKVGEDAKKSMKQHNQALIRCIEDHK
KLVRIFELTQDTLSQAELAQFISSGLNMCIVLFYLIFYVDNVFAYIYYAVYFVSMAIELLPSC
FYGSMLIYEFQQLPSAIFKCSWLGQSREFYQNQRIFVQVSLKKIVPLAGGVIGIQLNSFLGT
CKMAYSLYTVCNRMK*

>BminOR33ab2 [gene=OR33ab2 ] [protein=o0dorant receptor 33ab2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi000271] [locus=Contig1018:628126:630717:+
len:1959 odorant receptor 33ab2]
MAIGISVVACTAKHLMLRPKLHKIFVNDILHKLDRRVQTDEDMRYY LKKMRDNCIFMIH
FFTVVYFSVAIMAVLSALWTGNILYPAYVIVDWHGSTWKYLLVMLFQIYGLNMQIVQNLT
NDTYGPMILCLLSGHVHLLSRRILRIGHDSETDLDRNYEELVLCIDDYKVLMRIVERIISCS
YVVQFTAVGVNVVVGLIYLLFFADNLFAYCYYVFHILAIMIEIFPCCYYGSMVQAEFHALS
YAIFRSNWLSQSRTFRRTAVTFTELSLKDVTVWAGGMMKIHLDSFFKTCKMGY SIFTGKH



TKHLRLIYDILMNTYITFGFPAHLVLGIFSTNQEQFFINLVIGIASVSCVFKHLLLRFRMRE
MQSVNEIFAQLDDRVRTNEDYDYYKRLIERPCNFMVNFFTRCYFAVSITALTMALVTGELL
YPAYIPLQWRTSVFKYAVGILFQFAGVTLQIVQNIANDAYGPVVICMLSGHVHLLANRVSR
VGHNNAESVEDSYRELSMCIEDHKLLMSTTTKVERIVSASYLVQFVGVGINICIGLIYLLFF
ADNYFAYVYYTIHIAIMIELFPCCYYGSMLECEFHDLSYAIFSSNWPTQPRLFRRNIVNFTE
FTLREVTMYAGGMIRINLDSFFATCKMGY SFFTVIQSMK*

>BminOR35a [gene=OR35a ] [protein=odorant receptor 35a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi002525] [locus=Contig1301:1915483:1918074:-
len:1254 odorant receptor 35a]
MDYFVPLQFDNRPVKLPIQVTGYKFNFLWPLKEDANILSRLVHNICLSVSVLCYIGTILGES
TFISENISNIPAVAECLCTSFMGVQY IIRIFVLLRRQRPLRKLLQNFYRDIYFTYADDAALCK
EINTVIRFMKMFTQFYYVPMMLILILYVYDVASIGLASPHKPFIYRMSFRWY DAQAPQQFII
TAIYSGWLTISTVTLWTAEDYTLCLVLCHASFRYKKLRLDLQQLLEMARADLKSGETRCT
NRNLHTAFRRRLCEIFQRQQLLNGFVAEAKAHFTYQIFYVMFFGVLLLCVVSFQFQNAPIT
VDSSKYISWLISQTAQFLLIGYFGQMLMDETTELRNSFYCCRWEDLLVHGDPHSNKLLLS
DVKFAIMNSQEPIVLDGMKFFPLTYSTVSVALRSAVSYFMFLNTMNGEN*

>BminOR43a [gene=OR43a ] [protein=odorant receptor 43a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi005218] [locus=Contig1679:27013:31484:+ len:1146
odorant receptor 43a]
MSTAVEDNPLLSVNVRLWKFLSVLFARDWRRCVAFVAPVGLMNAMQFVYLYQQWGDLA
TFILNTFFAVSVFNALLRTCFIIKNRDKFEALMRELVTLYDIIQDSGDDYAKSVLAAATKSAR
NISIFNLSASFSDLVVAMAYPLFRQQRVHPFGVALPGIDVTHSPLYEIYIGQLSFPFTLSSMY
MPYVSLFATFAMFGKATLQILONDLKNLCDNMKSKTEEELFELLRTNIAYHARIARYVSDF
NELVTYLVLIEFLLFSCVICSLLFCINIVSKTTSTAEKISIVMYIGTMLYVLFTYYWQANGVL
EMSLLVSDAAYEMQWYKCSRRFKRTLLIFIGRTQKPLQIRVGOQMYPMTMEVFQSLLNTSY
SYFTLLHNLYND*

>BminOR45al [gene=OR45al ] [protein=odorant receptor 45al ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi003431] [locus=Contig1360:740860:742322:+
len:1173 odorant receptor 45al]
MFKSGLNIKGYFHLQKFTFHRLGIDITTRSAHVTRIYLLILQIVALATILISMASY SWQHIQDI
GEVTNAMTPEMQATITLWKIWLVIYRRREMAEIVENIYLISAKASTKELTHLIQENNRERL
MNTAYYYSVLNTGMLALTAPVLVSFIQYLRLGEFSYILVLKATYPIDYARPLNYFLIWLWS
AVSIYGVIYGSVSVDSLY SWYIHNLVGNFKILQSKLVSAESTADLSERRTHIYYCIAYHQRII
AMTEQLNLIYQPIVFVQFSLNALQICFLAYQIGSGVVATVDLPFLFLFMISVGIQLMIYSYG
GQHLQNESVNVSKSIYQTINSSAWPIDLRKVLLISMMRAQKPSKLTGIFFDVDLPLFLWVW
RTAGSYVTLLRSVDQKNL*

>BminOR45a3 [gene=OR45a3 ] [protein=odorant receptor 45a3 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi003430] [locus=Contig1360:734108:735637:-
len:1167 odorant receptor 45a3]

MYKY LRIPYFSFRVIGINLWAQQDQRITSAPCRYYSWTLATAIIILMGFYIYTSDQDKAIQV
LTVFLQGVLCIKSGMFVAKGRRFIKLIRNLDALADAATVKEWSEWRHENDWQQCIVRVY
YICCTSTGTLYCTVPAVILLYSQCFREHTVFILPFDAAFPLDTGHLFFYTVSYLWCISFIIYAIH
AITAMDSLFCWFIFNISAHFRTLQHELQNVAKTSADVEDSACLHSKITETLHYHRRIIELSA
EFDELYAPIVFIEISVSYLKLCFSAYNLINLGDISGLPVIAVGLVTITFQLCNYCFSGEKLKSVS



KVVSDRIYLAFSWERVPPPLRRLLILPLMRAQRATNLTGFLFVVDHSLLVWIFKTTGSIIGFL
SATKSENTTS*

>BminOR46a [gene=OR46a ] [protein=odorant receptor 46a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi004385] [locus=Contig1553:1964416:1965652:+
len:1236 odorant receptor 46a]
MVSPQQSTTPEIDEYLLGLFGLPKHYSSFWHYMY KLY FWHVAIFWMLIFDISMWIKIIGNIS
NLNEHNKVFYLCSMAIAVMAKFMRIHLKNNSYVEIFARMHDDDLLPVNVSELEKLAQSSH
LSCRVRNYYTYLSLTSLTLIFVTKLISEPDELPLSIYIPISVESFWRYLIAYLFQFIGLSLCCLL
NISFDSLSASFFIYLKGQLDILAYRLENIGTNLDVYDDNMINLQLRYCIQHYVKVRKITENME
DLLSIPMFVQMISSVLVLVANFYAMTFLTDTSDYVTFIKFLVYQLSMLSQIFMLCYLANEVS
LRSAELSYSLYSSEWTRCSKMNQRLMLLMMAQFGVPIRIKTVNRCY SFNLPAFTSKKKPK
ESSSKEQEDSTEHQSRNVINSTELETRKICSSDLTGIEFVK

>BminOR47b [gene=OR47b ] [protein=odorant receptor 47b ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi004946] [locus=Contig1639:505520:508387:-
len:1281 odorant receptor 47b]
MISLSSKATIDNSISSHNSYLTNKSYTHLKHTASKLQTILAPYRVLKEMLRYGEAVHPPHTC
LFYFRAYIRLLGLWPTERTAENPLYYFYNVLIMILFSFFMLYLIFFKMALFRMRNGETDIIISE
FDALHVQHANLLRDGPRNQRILQWQRRFFFGEICFFSGFYILSLFLFAAMSLQPLLSQQTLP
FRCKFPFGLDDPDEHPMAFACVYFFQCFCTLY MLVAIVVMDSLGGNSFNQTTLNLRILCEN
IRHLGESAAGTAGACSITSELVVWRELREAVEFHQKIIGLMNRINQTFYWNYVSQMGASTF
MICLTAFEALLAQDKPMVAMKFQTYMFSAFMQLLYWCWMGNRTYYDSMEVATAAY DV
HAWYEHSPLLOQRQIMFIIKRAQKPLEFRAKPLFGFTFASFTSILSTSYSYFALLRTMSD*
>BminOR49a [gene=OR49a ] [protein=odorant receptor 49a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi002639] [locus=Contig1310:104546:106156:-
len:1185 odorant receptor 49a]
MDFVEFFWLPNALYRVVGYDFQQLARAHWRQTIMKAFLIFTTISGICTRIYMLFQLRELIL
SGDILNSFRLGVYISYAIDSNVKFFVFLLNAQRLRVIYQSLSNEYPMTSIKRKVYQVDKYTF
KRAHLMIVAYLSVTNSILLGPMLQSIFVYIIDLSHYGYTVAAFSYLHPTPMSYNFNYCTPHY
YILIYISEYLNGHFCTTTNLGTDLYVCTFAGQFCMQLEYLGYSLEIYEPSVKNSKTDCEFLI
EWIRKHQLMLNLCSELNEVFGTTLLFKLISNCAVFCIIVVQLKLEGFGFGFLNFLSFFFVAVS
QFFMVCQYGQKLITISENLALCAYKNRWYNGSQTYKTLLFNITARAQKPARLTAKGFQPIS
LATFQIVMTMTYRVFAVLQRALD*

>BminOR63al-1 [gene=OR63al-1 ] [protein=odorant receptor 63al-1 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi004869] [locus=Contig1630:134511:137029:-
len:1248 odorant receptor 63al-1]
MMMENAEEIYKRNYNYIKVLIRVSFSLGVNLTAPSKIKDALKLISVILSVTSLLSMYGHCC
YLMRHLDRMPLIAEAVFTALQILMAAIKLIYFFFTHRTFYRLLDQTLTHEIIRKMEILQQDFP
INRQLKKEIDDIMNAVWRNIRRILLFYFFCCVGIIANYFFTALFOQNLYHHLKQTPNYEFILPV
PSQYPFWEKKGMAFPYYHLQMYVTGSALYVSGLGAVSFEGVFMVLCQHAVGLVKVHNL
LVLRATSAQIPVERRLEYLRYTIFNYQRINKYMHEIQTIFRHISLSQFILSLIVIGFVLFEINYG
LGSNHIFIRLIMYISASITQITIYCYHGQALTTVNEKIPLAYYNCNWYGENKTFKQLIMMMI
MRTNKEFYLEVSWFTLMNLATLISLIKASVSYYLLLQHFQEN*

>BminOR63al-2 [gene=OR63al-2 ] [protein=odorant receptor 63al-2 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi004870] [locus=Contig1630:137870:141751:-



len:1260 odorant receptor 63a1-2]
MILENEEEIYKRNYNSSKVLFRVSFALGVNLTAPSKAKNTLKIVHVILIVSSILSLYAHWCYL
MRHFDSIPLIAEAVFTALQILMAAIKLIYFFFTHRTFYRLLDQTLTHEINRKIEILQQDFPINRQ
LKKEIDDIMNAVWRNIRRIFLFYFFCCVGIIANYFFTALFQNLYHHLKQTPNYEFILPVPALY
PFWEKKGMAFPYYHLQMYMTGSALYVSGLGAVSFEGVFMVLCQHAVGLVKVHNLLVLR
ATSAQIPVERRLEYLRYTIFTYQRINKYMQEIQTIFRHISLSQFLLSLIVLGFVLFEINYGLQIF
KGSNIIFIRLIMYISASITQITIYCYHGQALTTVNEKIPLAYYNCNWYGENKTFKQLIMMMI
MRTNKEFYLEVSWFTLMNLATLISLIRASVSYYLLLQNFQEN*

>BminOR63a2 [gene=OR63a2 ] [protein=odorant receptor 63a2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi004730] [locus=Contig1608:3254925:3260579:+
len:1200 odorant receptor 63a2]

MY SIIERKELRVHNIWRIRELKRISY HGINLNAQTKLKRSLRIINVLHIFSCIALYPHWLMIK
QAQGDIPLIAETSTTALQTTTALIKMAYMLFNQHKFHKLLQKVETHDLLQRIEIFLTGMPIK
PNLKREINAIMETNWKQTRRQLLFTIGTCICIMCNYFFYALFKNLYNHLQGTPNYVYILPFT
GYPMFLDKGMASPY YAMDMFFGACSLFAAGMSALSFQGSFMVLCKHSCGLVQVVCLLL
LRSTSAMVPKPQRVEYLRYCIVQHQRTLEFINDVNRLYRHICLSQFLHSLAIYGFVLFEMNF
GLESNKVTFIRMIMYLCAALTCDCLQHVNGQFLANELEKIPLACYNCEWYHETDDFKKT
LKMIIMRSNKKFCFQISWFTVMSLATLMGVS*

>BminOR67c [gene=OR67c ] [protein=odorant receptor 67c ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi008170] [locus=Contig2615:487416:491445:+
len:1215 odorant receptor 67c]
MLPEARTFSEFIYIPIKVYQTIGEDIYEHRSPGRVRRLLLKSLLYIGFFNFNLHVLGEIVYFVK
ALNSFATILEATGVAPCIGFSFVADFKQIALTIHRGTLRKHLDQMEELFPKTAMQQVEYKLR
EHERAMRRVMYIFTLLCLAYTTTFSLYPALKASVQYWLLGAPVFERNFGFAVWYPYNATE
KTWVYWLTYMGQVHGAY LAGVAFLSADLILVASVTQLCMHFDNISRCLEEFSGASQKTS
AQEDLQYLQALVVKHAKCLELSEHVNSIFSFSLLLNFLTASLTICFIGFQVTASSIEDIVKYII
FLTASLVQVFVVCYYGDELMTASMRIGDAAYNQNWFGCDRQYKWLLTIMIMRSQKPACI
RAPTFPPISFRTYMKVISMSYQFFALLRTTYSGKGN*

>BminOR67d1 [gene=OR67d1 ] [protein=odorant receptor 67d1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi000893] [locus=Contigl067:243913:245328:+
len:1167 odorant receptor 67d1]
MTVKQIRPSDSFAKLIKMARLVSSLVGADVSTENYRVNIVTHVIFCHIYFIFTATTVASVESE
DWTYLLEASCMVGSVLQGITKLISGIGRTTDVSGMRLELEDLYRRYESKGETYCRVLNER
CDRVWQVIKMVGHIYGASVVGILLLTTILVIKTNEKIYVMHFFIPGVDVETSFGYLLTTAVH
TVVFLAGAFGLFAGDLFFLIYLGQPELFRDILILKIKELNEAAAQKDNKTEHLLINIIQWHQ
YYTDYNERCNEVFYYIITMQIMTSGVSIHCTMYIILMGDWPGAYLYILIALCGLYLYCIIGTN
IQTCNAAFFDELYNINWYELDVKRQKMMILILMKSQNPSEIKIGGVLPLSVQTALQITKTIY
GIFTMMLGFLDEEQ*

>BminOR67d2 [gene=OR67d2 ] [protein=odorant receptor 67d2 ] [organism=Bactrocera minax]
[moltype=protein]  [country=China] [ID=Bmi000894] [locus=Contig1067:247755:249223:-
len:1167 odorant receptor 67d2]
MAVKRVRPSESFAKIIKFFHLISSLVGADVSDENYRVNIVTILIFCIVIYFIFTGTTVASVFSEN
WTYLLEASCMVGSVLQGITKLISAFAFAKEICGTRMELENLYREYEAKGDDYSEVLNKSC
ERVWQVIKMVGQMYLIAGAGIILITVVLIFASTEKVFLMHFLIPGIDVHTQAGYLITLAVHT



VCFLFGAFGLFAGDLFFLLFLGQPMLFLDLLALKVKSLNEAAAQKSKTAKRLLIDIIEWHQ
YYTDYNLRCNHMFYYINSMQIVTSGISHCTLYILLMGDWPGAYLYILIAFSGLYLYCIMGT
KIQTCNTAFCQELCNINFYDLEVKNQKMIVPILMKAQNPSEIKIGGFLPLSVQTALQITKTIY
GIFTMMLGFLEENQ*

>BminOR67d3 [gene=OR67d3 ] [protein=odorant receptor 67d3 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi001522] [locus=Contig1141:1873563:1874918:+
len:1161 odorant receptor 67d3]
MQTETRPSDNFHKLLRIIRLSSSLIGVDIIDENYKFNYVVAFVLLAIAWNYMCSIYTICKDLT
TDWTVLLDVFSPISCATQGVVKMCSLILYPKLYRELALDLLEIYKKYQVVGPNYEAKLFE
WNKSMKKILIGGLVYFVSALLALVTPLFLYTYKGERHLIIMCQMPYVDVATDHGYFITIGY
NVLCVFVAAFGLYGADLYVFLFLTHSIFFYDIFALKVGDLHKILHENNKDKRIKSLINDITE
WHQYYLEFNDKCNVIFFWSITAHVLCTTLGILSTLLIIMLKYWPGAYPYIFVCFVWLYMYC
ILGTRVEICIDQFCDGIYDINWYDLDVSDQKTVSLMLMESQVPRVITIAGIEPLSVNTALKIT
RSIYSLVMMVMQFNE*

>BminOR71a [gene=OR71a ] [protein=odorant receptor 71a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi004512] [locus=Contig1553:5022464:5028175:-
len:1047 odorant receptor 71a]
MAFDSMANFRTLTRLLILGLWHGGNGSWFERHYRYYQLFLHTTLTFTFTLLMCLEVIYSE
SLNYAIDVLKYMLCEMALVFKVLNAWY YARKISELMNEWQVSEIFALRTSDEKQMWQKT
QKNFHKLTMTYICTGFNSAMCALIGVLLMGASELPYALWMPKNWRETYFWGMYCYEFL
AMPFTCVCNITIDLFQAYLLLHLTLCYRVISMRLERLDNAGTDEAITKEFLNNIKMQQRVK
DENPVHCLAMLQYVLIVSLQMFLPCYYANELTVESEKLGIHLYSCDWTGFLVDFSPAAPN
RSTAPSQRRSTFAIQRSAFEVQHAVGQIVHTTYNHMNFGMQFDLWSLQY™*

>BminOR74al [gene=OR74al ] [protein=odorant receptor 74al ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi008540] [locus=Contig3074:406405:440169:+
len:1461 odorant receptor 74al]
MLYRPRLENGKLISLSWPIAAYRLLNNICWPLQDDATQLERLFDRFLWAFGFLIFMQHNDA
ELRYILNNNNLDEMLICGPTYLILVEIHLRAFQLGLKKNAFKRFLQKFYAEIYIDEVSHPKL
HGNMRKRLRPIWFYSFLYFGTLSSYVIMPLINYLKNVKAPLY KMYYPIDIMPNPIYVAVVL
SNIWVGFTVITMVSGEDNVLSEVMIHLNGRFLLLQQKLRQDAERLLHAADDRNIADELRR
RIVEAIKENVRLYKFAEDFKLEFSFRLFVNLSFSAGLICVLGFKVYTTNEMSSTFYESNWEL
VILRSRDTKANVRLMKTLLLAISTNQKPFVLTGFNYFSVSLTAVLKQQLASTNNNIPMADL
VMAFSCDSFGNKCYIFSRELGLSTAIFNKVIARVANEVSIAEYNIRMEISNNIVRGINTFLIEE
SPHFADKFRPPYTHTHVHTVHSVQGTCHSFGAMKLSWRFTRSDASSGIAAALAC*
>BminOR74a2 [gene=OR74a2 ] [protein=odorant receptor 74a2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi006486] [locus=Contig1934:70696:73794:- len:1107
odorant receptor 74a2]
MRYLPISYHKPLLPNGRHPPIDWQLYGFFCSNGWPLAAHITKTRYIVDILVTMMQFMSES
MVLIGEAVVMYDNLDNISFVCTVLAPNLILFEMMLRAYNITY KRNSFRTHVEEFYKKIYIQ
RTWNPELFEKIRRQHLPTKYSTFTYHTLVTYVYVPISGLVKNERLLPFPIKFGFDYTVPWPR
YVVFLAMSIWTGFAVVGPLIGEANMLAMQILHLNGRYSLLLQDLRKISRDSIAEHERCKD
KDNMLVTQRFRCRLFEIIRRNVELNDFAKSLQEQYSFRVFVMMALSATLLCVLGFLTATTD
ELSTSYYCCDWEEVIFHSRDAEENKKIMKLIALAIHLNSKPFRLTGLNFSVVNYETVVSLA
FC*



>BminOR82a [gene=OR82a ] [protein=odorant receptor 82a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi006911] [locus=Contig2103:127264:129844:-
len:879 odorant receptor 82a]

MMDY IIYHIDDLALATASLSIVFTNVLTVIKTSTFLTYKREFKSLMAEFERMYDESGAKRCL
VTLNVGAKRFVKLYFYSVSCTGLYFTIKPLVSMIWAKFQNKPLLLELPMPMRFPFDFESTP
GYQFAYVYTIFITIMVVMHAASVYDGLFVLFTTNLRGHFVALQYFIETNTFDKSDALLQREL
RFYVQYHVRLLDLSQSVQHIFKPIIFGQFLMTSLQVIWALSCSAVGTAVQMSQWYNLPPRH
RHVLRLMMLRSQREIISAGFYEASLANFMSILKAAMSYITFIQSIE*

>BminOR83al [gene=OR83al ] [protein=odorant receptor 83al ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi011217] [locus=Contig900:6114563:6116706:+
len:1233 odorant receptor 83al]
MSSNEEKKKSDYLTTVQQGCPLYGQRPDMFRLMRWNLCFAAMYRLPLERYFPACLRLLA
ITLDWTYELCLYSTMLHIDILFMYTLYLNKDKDDLELIVSCMIQTVIYTWAIVIKVFFKRVK
PKRVEELMRYLNEECQTRSAPGFTYVTMKESADLANKCSAVFLIWCYAGVICWLFVPIFN
QDRSLPLACWYPIDYKVPVVYEIVYFLQTVGQLQVASAFGCSSAFYLQVSVLFSGQFDVL
NCSLKNILATTYLILRKPESELILLREKQNIANYELNQYYNAKEHNSDFDCIAHLVDVKTPK
PKKFYEAFKIAFSPCVTQHLYILNGLKMLEELY SFLWFLKTIQVTMLICLVAFACVKRSPWY
LHSSEIKQDVLFFILNAQRPFRLTGGKMYNLNVEKFRSMDLRQPQ*

>BminOR83a2 [gene=OR83a2 ] [protein=odorant receptor 83a2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi011218] [locus=Contig900:6118081:6121777:+
len:999 odorant receptor 83a2]
MIPPSKRNIDTTERCANPNGCITNEKRCDLFVYVRWLLFSFAVRPIPFDKVLPPSMHGY SAL
INVVLEIFLHFSVIHIFVLFICTIYENYDNGDLEFLISSGIQVLLYFWAIVIKVAFRHIYPELVD
GILDFVNEEYVLHSAVELRDKERIPDEYTNEFFVAKELPFDLDCLPHLLNTADTMRTRSFRE
AFKYAIEPCVKHHIFILNALRKLESLYNKIWLLKTIEVTFAMCMCAFHLVKSSNDTQFLQV
LCLGQYTVLGLLEIFMICYAGEITYVNSQRCDEALLRSSWYPHLREVRADFLLFLIHAQRSF
ELTAGKFNPLRLDKFRGVSS*

>BminOR85bc2 [gene=OR85bc2 ] [protein=0dorant receptor 85bc2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi001695] [locus=Contig1207:1634762:1636675:+
len:993 odorant receptor 85bc2]
MENLEKFVRLANFFGNHIGMKPWGRLDGFQRRFLFYFSSINLLITFIAESSY IVTITSDFILA
VMTLSYVTFIVVAYAKWYYLYTYQTERTAFFQRLETLFPCTKSQQEAIKLSEYIRMNKLSTI
SYTISFLMCISTYTFYTIARQFIYTNLLHVPGTERNLPYQAVYPWDWRDNWTYYVCYVSQ
GFAGWHSTCAQMAFDLMLCTLSTHLIMHYDHISRSLEGYQTKFAEIHGKNGLTQQARAA
MELKAVKDDIKFISSIVAYHTELLRFDWSHADIRFQKMTILVAERAQDPAALKATKLITISR
DTMTVIMQMSYKFFTVLRTMYGD*

>BminOR85d1 [gene=OR85d1 ] [protein=odorant receptor 85d1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi001692] [locus=Contig1207:1504148:1505546:-
len:975 odorant receptor 85d1]
MSNQPIHFESFNYLANIFYTSIGLYAYEQAGERTKDRAAYIRRQLLSIFSIVIVNMNIALLSQ
LMYIFLAFANNNNFVETTMLSSFVVEVIVSDFKIYNICRQRARISAMMQALHALYPQTLAE
QTKYKVQWQLQRYNRLAYAFAVFYEMLVWGYNLFPLLNYLIYEVWLALRVVEKTLPYN
CWTPFDWHNNDWIYYHMYLMLSASGQACISGQLANDLLLSALAVQLIMHYRELARRIEA
HVAGRETSSDDSEY IRHAVYNHNWFDADMSYRKMLIFIMARAQKPSKLQATTFMTVSMS



TMTDVSNSKYIVSYNIFHMY SKI*

>BminOR85d2 [gene=OR85d2 ] [protein=odorant receptor 85d2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi001691] [locus=Contig1207:1498210:1500581.:-
len:1263 odorant receptor 85d2]
MSTQIVEFDRFIKTANFWYSFNGIVAYDDIYRQPGDEPKRRSVQTRLATVLRQIFSFVSLAN
LTWVLHETLFVVVNFVENADFLEAARNFTFMGFVIVAIIKYLSNLKQRSRLSVLMQKLYEI
YPKQSTDQRPYDLQSHLRHYRRIGFIYAFLYAFTVWAYNSLPMVNYLLLAPLLQQTVYER
VLPYSCWVPFEWRDNWLYYPLYVSQALAGHEALAAYLASDLLLCAAMVQLIMHFRKLA
RDIQAYQAGSSCTKQDVMAQQAKRDLSFLSTAVYYHNRTLALCQLINEIFGLPVLINFISTS
FVMCFLAFQFTVGVSFDDLIMLVFYMICSLVQIYMICSYGQELVTASENIGHVVYNHNWL
VTDIRYKKLLIMIIERAQKPAILRATSFLNVSMGTITDLLQLSYKFYALIRTMYAR*
>BminOR85e [gene=OR85e ] [protein=odorant receptor 85e ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi007558] [locus=Contig2333:492873:496795:+
len:984 odorant receptor 85¢]
MDFSEQVESTLLYSHEDKPRIANLFVAQVTSFKVTGQIPFNVGYRLGYIYCFFVILQTLHM
GVLFLKTSYDMLLSGKLEQITDALTMSIMFWSGVYATCYWFLRSQRLLAFLQRINEHYWH
HSLPGLSFVSWHRTFVLTKRLTTVWVLTCVVSTVSYGLAPLVMGVHALPLKCWYPFDPL
NEQATLPETTDDDELNQYMYCREHLTNLSTLQHLYSQQPAVTFPEALHLAIGERSMVRILN
LVQYLTLTLIELLMFTYFGELLRRHSVRSGEAFWRSQWWTHAVAIRQDIFILLENSKRAVR
LTAGKFYAMDVDRLRSLISQQPIVG*

>BminOR88a [gene=OR88a ] [protein=odorant receptor 88a ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi007186] [locus=Contig2177:57657:59015:+ len:1206
odorant receptor 88a]
MALQQERNGAAKVCAIDDLCAILHPAQRYLGLNYLNFRRVNGRFAIPRSKLLNIALFLAV
VDCTGNVIKCGKAINARDVTKAQEIFAVFGMGLVMTMRGLQLALNRDKLSKFYNDIDRIF
PRSENLQQHMEVEKVHNYIKRRFFLLHTTLTVTVSAFLTMPAMKFLLFYDFESNDIVADEF
HVNPSWLPFGVKDKVTTYPYIYIYEVILASAAVNMIVTWDEVFVVLISQLCMYYEYLGKL
LEEMKVQDAMDAKKINAFYKQLHDYTYMHQYLNNLAVDLNDLFNFSILFSDAGIAISICF
NLVLITDATDYLQMITYASPLFVEVWLIYDAAKWGTLLETVTARINEILYEQKWYDSSARF
GKYTMMWIQSTNEPFRLTAFNMFYVNMKHFQDVCSKCFL*

>BminOR9%4ab [gene=OR94ab ] [protein=odorant receptor 94ab ] [organism=Bactrocera minax]
[moltype=protein]  [country=China] [ID=Bmi011849] [locus=Contig953:283315:284727:+
len:1143 odorant receptor 94ab]
MRETSASVLGTRIGIARVLMRLLQILGLWPMWQARQQSSTSTRCRIWLTRYYRYLLHAPL
TFTYNTLMWIEALTRWERADHILYISITEVGMMALTLNFWRLDKRAWHFMHELSY SDRL
ALRNKAERQWWRKQQRFFARVVVCYIGGGAGVLVTAFGATLHMSGYYLPYDYWLPFE
WHNAQNYWYAYGYEVIAMSLTCISNVTMDMILCYYLFHVALLYKLIGMRLMALQQLHEP
LAVQQLMNIIELHKRVKRLTAQCESLVSVPILVQIVLSAFILCLCAYRLQSMQISENPGQFLA
MLQFASVLTLQIFLPCYFANEITINSDALTTCVYNSSWEEFSPSTRKQMNLYMELLKRPAHI
KAGNFFLVGLPVFTKVAAMI*

>BminORCO [gene=ORCO ] [protein=odorant receptor coreceptor ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi011214] [locus=Contig900:6030904:6047567:+
len:1554 odorant receptor coreceptor]
MQPSKYVGLVADLMPNIRLMKYSGLFMHNFTGGSGLFKKIYSSIHLVLVLVQFLLILVNLA



MNAEEVNELSGNTITVLFFTHCITKFVYLAVSQKNFYRTLNIWNQANSHPLFAESDARYH
AIALAKMRKLFTLVMLTTVASAVAWTTITFFGESVKFALDKETNSTITVEIPRLPIKSFYPWN
AGAGMFYMISFVFQCYYLLFSMVHSNLCDVLFCSWLIFACEQLQHLKGIMKPLMELSASL
DTYRPNSAALFRSLSANSKSELINNEEKEHTDLDISGVYSSKADWGAQFRAPSTLQTFNG
MNGMNGTNPNGLTRKQEMMVRSAIKYWVERHKHVVRLVAAIGDTYGGALLLHMLTSTI
MLTLLAYQATKITGVNVYAFTTVGYLGYALAQVFHFCIFGNRLIEESSSVMEAAYSCHWY
DGSEEAKTFVQIVCQQCQKAMSISGAKFFTVSLDLFASFAIEVCGFALFVAIMSGEGCARR
VAIWLVWSVHSGHSPLSQNLFVFALIYITNTVLL*

>BminOR1-1 [gene=OR1-1 ] [protein=odorant receptor OR1-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi010399] [locus=Contig760:1261200:1262805:-
len:957 odorant receptor OR1-1]
MGKLKVLSSRIFPSDPSKGKIGSIQYNVWLAQLFGVPVVGLKAESPCLKIVLGIYGILITLY
VTFIYTGFEIYDMILCWPNLDSLTQNICLSLTHIAGVLKLMAFYHGEFENKIPLTIYASLVGS
TGVLGIMYLLHSQIFPYRVKLPDWMPLGTQLAYMGISVLVFALQIVAIDYLNVTMINQIRF
QLKILNLAFEELKLDCVNKKEHINLNKRLQTIVEHHCLLRDLRNDVEDLFRLPVLIQFFTS
LVIFAMTGFQAIVKAENSNGAALIYCYCGCIFCELFVYCWFGNEVSEQSKTLTSSGYSSHC
LNRERLSQQA*

>BminOR2-1 [gene=OR2-1 ] [protein=odorant receptor OR2-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi012274] [locus=Contig982:348766:357197:+
len:1101 odorant receptor OR2-1]

MHPTRRHRWPY Y IYSACINISLGIFLPATMIAKLFFIENLSQLIGLLYLGVTLTMATTKQWSL
WLHRSQLLAVHYYLGKLDARCMRHAVDRQHILTAIRICHLYYAAYMFLYELSSSGFAYIGF
KLRQLVYDGWFPQFYADAAQNLTVTLIYQNFAVMTFFVLQONVNNDMYPQCYLAILIGHL
RALTARISRIGKDGVLNVDENIEELTNCVEDHKNLLGYFNCIRPVISRTIFIQFAITAFVLCLT
AVNYVAFERDAAQKLIAATYIFAVLIEALPCCWYVNSLMEECGELTTALYNCQWYDQNRK
FRKMLIIFMQRSQHTMVLMAGDLVPITLQTFLNLFCLCVQSIYALCSDIYSIIYLILLVA
>BminOR3-1 [gene=0OR3-1 ] [protein=odorant receptor OR3-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi001029] [locus=Contig1067:2655921:2657619:+
len:858 odorant receptor OR3-1]
MKRVGYFDQHRLASCLLTVPIFICVSSAYRTYIIRNDFDEVTISLFKISGAYVTTARSLIVMY
KAQEFLNFFDGIDRWYQELQCDGNEITLKKVHEFMRIVKKASKTILILTALTLFYITVIQLL
ATADYEHKSISFGTFLIKDLQYKLESTTDMTELEALKCIKKCVKDHVMIIKYHNDLEVLFS
SGSSVSVSIFGITPCVIIVESTMVSSNRSNLFLCY IFKFKFTIHHLHLQDHDMSLLIADIQLSLLV
MISTFIFFWVANDFCCEVIWDYFPHIYNICYYNL*

>BminOR3-2 [gene=OR3-2 ] [protein=odorant receptor OR3-2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi003768] [locus=Contig1403:591622:609321:+
len:1128 odorant receptor OR3-2]

MTSYQNMPLY SVNIKIFLKLGLIGSGARTMRVLLGLVLILTYSGQLINFCKTWNEDIGESG
MNFHVVALIMHSVVRFFVVLKKAKKFERFFQRTEQWFTDIEQNSDPGVVRMLQDVITHA
RKVTRIGFYTSIHGALCAYIYPFSFEERKFILDIDYFFFDAKQTPFYEFFFLLQALILVPVFIFV
YLPFANFLLMSLKFGEVILMDLCTKLRNISNQDEATQLRELKECISYHEKHITFRNDLEYLV
SIDGFFHIALFSLMLCMLLFFLSLVHDIRLILTALAFISFHIYHGITYYYADNFSNESLKVAYA
AYDTPWYEGNSELRKCVQVMIARSHRPLEIKSGGLYPMTLENFQAILRISYSYFSMLQGFN

QQ*



>BminOR4-1 [gene=OR4-1 ] [protein=odorant receptor OR4-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi006901] [locus=Contig2083:263072:268337:-
len:1068 odorant receptor OR4-1]
MMLFIVYDNLETLLDITEFILFWGFTLNAMMKGSTMILMRCEIESILKGLIVRHPKTEEERV
AFQLVPYFKTINASNKYLSMWHLSITSIFALHPMLASIYGYISREDENESFEFTLPFMMGYY
YDTNRPLPYVITYFTQCCGAFYMSLLFLSGDLLLVSLVHLVNMHFGYLIYRIESFQPTGTD
ADMKVLGPLMEYHNEILDYAERIDSTFSLATLLNYVGTCLVLCLIGLQIALGSEILNVFKFL
AFLISTIVQVFFVSYFGNNLKDLSTGISDAFYNHPWHDANYKYMRMLVIPIARAQRYAHLT
AFKFFEISMDSFKSYKELFGIEESGTSIATEDKTQNRKMFSFTMVNT*

>BminOR5-1 [gene=OR5-1 ] [protein=odorant receptor OR5-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi005394] [locus=Contig1697:2592421:2593658:+
len:1158 odorant receptor OR5-1]
MSFEEKPPGVKELFRTHWTVWKWLGQVTHPEYPKLHIAYTILLNISFSIGYPLHLLLGQLN
LKTMQDVLLNLTISVPVAVCTLKYFNIWRNLAKVRHLEQMFNTLYARIDHPEEWIYYRKVI
IPYALKVLHLFYFICVGTAITSELTLLIMGFAYEWRLMYPAYFPFDPYATKAGYVTAHVFQII
GLMVQLAENLVSDTYGGMCLTLLAGHANLLGQRVASIGYDERKTQEENNRELVDCIIDHN
VLFDCHRTLGDIGFGLFVQITSASLIMGVVIIYVIFFVGNAFEFVYYALFLFACIMEVFPTC
YYATYFEIEFEKLTYQMFSCNWMDQNREFKRNLIVCVEQSLKTRYFRVGGMFRINLQIFFA
TCKGAYSVLAVALRLK*

>BminOR5-2 [gene=0OR5-2 ] [protein=odorant receptor OR5-2 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi007381] [locus=Contig2236:327376:328608:-
len:1173 odorant receptor OR5-2]
MPATETTISGVSVFHFHDVTLQYLGLMPPTKKLYRYLYYVYSLVLNINTVGYPTHLMIGLI
KSENKSDVFKNMSINFTCSACSIKIFAFWWRLAEVQKIYAHSKLDKHIVRSTDYELYKIYAL
RRAQHVLYFILVIGLGAAISSEVATIIGGFLGEWRLMYPAYFPFDIERSLWGYPIAHIYQCFG
VTAQIFQNLINDTLPPMALAMLAGHVRLLNVRVARIGHDTSVVSVRKQACNTEFLLCVED
YKALLEFRVAIQRLCSLGTFVQILVTAINMGVVIFYLIFFVNGIFTYITYYVVFLIAMPLEIFPL
CYYGTSVQMEFEELTYGIFSCNWMDQNAAFKKNLRIFAEQSLRTQIVIAGGMFAVNLDTF
FGTLKGAYSLFTVVVQMK*

>BminOR6-1 [gene=0OR6-1 ] [protein=odorant receptor OR6-1 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi007806] [locus=Contig2464:168072:169281:-
len:1098 odorant receptor OR6-1]
MPERRKWLYALYSLIPNVLVTIWLPVSFVESYATMTTEDLVPSSLLTSIQVAINVIGCSVKIV
VMAFLLPKLRTANVFMDRLDARCRAEEEIAELRKIVQQGNRFVVLFAMSYWSYASSTFLG
SVIFGRPPYALYNPFIDWRKSRLEFIAASLMEFALMDVACFQQVVDDSYAVIYVCILRTHM
NILLMRLGRLATNTETKLEENLEELKLCIIDHKNLLGLYDIVAPIISVTIFIQFMITASILSATLI
NIFIFADQLSAQIACCFYILAVVVEIFPLCYYAQCLMDDSERLSQQIFHSNWIAQDVRFRKM
LVFFMQRTQRVMELNAGKIFPITLGSFLNIAKFSFSLY TLIKKMGIRERLGLE*

>BminOR7-1 [gene=OR7-1 ] [protein=odorant receptor OR7-1 ] [organism=Bactrocera minax]
[moltype=protein]  [country=China] [ID=Bmi011393] [locus=Contig914:106338:107659:-
len:1152 odorant receptor OR7-1]
MSKILRVSRAKIYKSRDAVSYLFNIFTFLGTNPLEHRSRRYYFLYYFYSFTLNFISLLYCPLSF
HIGYIKLTHVLTNSQLLTAIQNAIQVSGIPIKVVAITWYMKRLQHAVEILDELDVNYTQRED
LAKIRECVRRCRKVILLFCLPYYSFGISTIALGVLQNQAPLTVWVPFLDGKRAAWEYWTIV



LWDTLVMFILLCHQLGNDTYPPIFIKVISTHMQLLVTRVNRLGRPGALTADKHYEELLASKI
VAPVISVTLFTQFATTATTLLNWFGDMEYPENIISLAFFCCQLVQILPCCLSASQLIADCERL
PDAIFHCNWMDQDRRFRRAILFFLQRTQTPIRFSCLKLFDANLETSVAIGKFAFSLYTLIHEA
EDGGKTDN*

>BminOR8-1-1 [gene=0ORS8-1-1 ] [protein=0dorant receptor OR8-1-1 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=BmIi002251]
[locus=Contig1291:3119669:3122246:+ len:1038 odorant receptor OR8-1-1]
MFQDQVRLPLQRRITSPENTRNMRKLTDLLYGRGAAKFESNESFQLIFQCWSLFGIKPLKQ
YRSGRLLHMCFCWFCLILCPFSFYMGYLQTLQTAPVMVQLSLLQATVNVLGLPLKAIVITI
FQTHLRSAEPIFVRLDERYQSTESREQIKNCVALSTRLFTIVGFMYHLYGGITYFQALVTNN
YPLRTWLPFTDYIPQPTIRYWAHFMFEVFHMAFLLSVQFTMDVFPAIYIRNLRTHLNLLTER
VSQLGGNPDFTDEQNYDELVDCIMPTCYQASMIEEYSTKLPDAIFHCNWLAMDKRCRKL
TIYFMHRAQENVTFVALKLFKINLTTNLSVSKSCCKEQQ*

>BminOR8-1-2 [gene=0OR8-1-2 ] [protein=odorant receptor OR8-1-2 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi001974] [locus=Contig1263:54980:56532:-
len:978 odorant receptor OR8-1-2]
MTVILTTLQATLNVQALPLKATVASIYLNRLRSVESIFKSLDARYQSPQGRFAIKDSVMKSA
HLFFIVSVSYFTYGTISWLSSVFTHTQPLNIWLPFVDWIPQPTIRFWMHFIFEVLYVHFLLII
QFTNDVYSVIYLKALRTHITLLAERVSKLGENPEFNDDDNYEELIDCVRSHQELLHLVGSV
LSLTIFLQFTVAAVILCVCMLNIFIFADASHQAITIVYYVCVMLQTLPACYQASMLKADSTN
LPNAIFHCNWLAFDKRSRRLLIYFLHRAQEEISFLAAKLFEINLGTNLSRKGIIPAKRPYISM
GYSQVIIFEMLRSV*

>BminOR8-1-3 [gene=0OR8-1-3 ] [protein=odorant receptor OR8-1-3 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi012276] [locus=Contig982:386075:389553:+
len:1167 odorant receptor OR8-1-3]
MQKFSDVLYGRVESDCDTNKPFKTLLHLYGLIGIKPKPKGFLPTLHMVIVWMAFGFTPLLS
IVGFIRFQKTATITESLTRLQAVINAIFIVVKSLVVLVNLKRLENVEPVMKSLDERYNTTQER
QQISDCVAACTRLYASMGCLYYSYGTLSILSALISHKQPFGVWYPFLDLISNPTIYFYTCLLL
EACYGYFLLAAQYLHDIYPTLYMRTLRTQIQLLRARISRLGEDPDMSDKENHKELVECIDT
HOQKILQVVDMVGSVCSPTIFIQFSVVAIVHCICMVNLFIFADTINKVITILY YATVGMQILPT
CYEASTLEMESSKLPDSIFHCNWLALDKRGRRLITFFIQRAQVEVSFVAIQMFEINLRTYVA
IFEEAFTYGKSFTVH*

>BminOR8-2-1 [gene=OR8-2-1 ] [protein=odorant receptor OR8-2-1 ] [organism=Bactrocera
minax] [moltype=protein] [country=China] [ID=Bmi009485] [locus=Contig4893:4740:6866:-
len:1188 odorant receptor OR8-2-1]
MRNVLNLFYRRGKDDFETNESFVLLFRSWSSVGFIPKKPKRIADIIHQLICWTCVIICPYIYF
SGVIETMSYLPITIVLANLGAAINCIAFPLKAFYIKANIDRLHDVGTIFKDLDGRYQRPQDQ
MQIRDLVTNSRRIFAVSFILCWFYATLSGLVALFAHEYPHGNNLPFIDWLPESNFKFWLHFT
FEVMFLQYLVQVNLTNDSFPAIYIRAIRTHVSLLTDRVSRLGSNPDLNDQENFEELVDCIVS
HQKLLQISDTVGTILSLTTFFQFTIYAAIICVCMLNMFIFGNATTKVVTVVYLIPVFWQTIPT
CYQASMLEGDCAKLPLAIFHSNWLALDKRCHKLIYFMQRTQKEISFTAIKLFQINLRTNLS
IAKFSFTLYTFINAMDFGKTR*

>BminOR9 [gene=OR9 ] [protein=odorant receptor OR9 ] [organism=Bactrocera minax]
[moltype=protein] [country=China] [ID=Bmi007416] [locus=Contig2256:29896:32987:+ len:1212



odorant receptor OR9]
MVHREHDNISGGRGVITVLKLLGLWHYEGAMRIPYILFSGLLHSICTIPYTIMMCLDVLQA
TDLKKFTNTMYMTLTELCLVVKLVNVWCYSRLLVDFFAAFEHDKLYQLQDVEERLNWR
RPQRNFARVVFIYITVSFSAMVSAFIGVLYREDYELPYPYAPPFDWRTPRGYWYAYFYELL
AMPITGLSNCAFDMIQSYMLLQLSLCFKLISARLACMGALQEDGASSGFCEVKFHREFVDI
VNLIMTLQIFLPCYCGNEIHIQHSGSLNNAIYSTEWFRCSPRMRKYLIIYMEMLQRPVCVRA
GNFFEISLDTVAIYPACVRAGTEVRNVQRVACATNHGQTIKATMTYELPGFPCIFAQPLLTL
DHLMTVLARDRVGPLRLHTGANVLHSRHGIINALRKVIN*

10 20 30 40 50 60 70 80 90 100 110
BminOR2a B MSLKINSWDAFKYHWCVWDLSGFRGPQKQSTWYIPYKLYTIAITLLFPIYYRTCFTVESLLADNLNDFCEVIYIAMADVTLNIKFLTLFIVRQQLLEL : 98

BcucOR2a bbb MIVITLLFPIYYPTCFTVESLLADNLNDFCEVIYIAMADVTLNIKFLTLFIVRQQLLEL : 59
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~MRITILKDIKPITDAFVRIGLSIELGGSKGIFSHPERYATVMIGVIVWAVALFTYTMEYLADVDKIVAAMTINVQLCLTTSKNE
MRIIVLKDITPVVDAFACIGFNIDLNKAKGSFSQPVRYFVLLIGVIAWTAALAAYTMQYLTDVDKMVAAMTINVOLFLTTSKNL
---MENLTDVDKILAAVTINSQLFTSSSKHF :

MYKYLRIPYFSFRVIGINLWAQQDQRITSAPCRYYSWTLATAIIIILMGFY--IYTSDQDKAIQVLTVFLQGVLCIIKSG
-MYEYLQIQHFSFRVIGINLWAQRDQRITSAPCRYLTWTLATATIITLLMGCY--IYTSEQDKAIQVLTVFLOGVLSVIKSG
-MYEYLRIQQFSFRVIGINLWAQRDQRIASAPCRYYSWTLATAIITLFMGFY--IYTSEQDKAIQVLTVFLOQGVLSVFKSG
MHKYLRIQQISFLLLGIDMFATRDRHILRAPYRYGCWTLATATITILMGVY--IYNSEQDQAVKVLTVFLQGVLSVLKSFE

KPDQAITVLTVFLQGVLSVFKSG
MTTRSARVIKIYFLTLQIIALATILIPIAVYSWQHIQEIVEVTNAMAPFMOATISLWKIW
MVMVFAQSCTSKTRQLPHLTDMTTRSARVTKIYFLTLQITALATILIPIAVYSWQHIQEIVEVTNAMAPFMOATISLWKIW :
MTNRSARVTQIYFLTLQIIALSTILIPFAVYSWQHMQEIVEVTNAMAPFMOATISLWKIW :
MFKSGLNIKGYFHLQKFTFHRLGIDITTRSAHVTRIYLLILQIVALATILISMASYSWQHIQDIGEVTNAMTPFMOATITLWKIW :
MTTREARVTQICFLIIQIFALASILIPIAVYSWQHIDDIAEVSNAMAPFMOATISLWKVW :
MLVHSHYKSHSICSLCVRRSTGSQKMFHSDLVINGYFQLOKHTFQRLGIDMTTRNASITHIYFLALQIVALVTITMPMVIYSCQHLQEIAEVTNAMAPFMOATITLWKIW :
- MDASYFAVQRRALEIVGFDPSTPQLSLKHPIWAGILILSLISHNWPMVVYALODLSDLTRLTDNFAVFMQGSQSTFKEFL :
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IFLARRKRFLRLNEALERLALKGNKYERELWNATNRPVLP------——-=-——— ITTAYSISCQLTVNICLLLPIFKLLFYYIWYNEVVLTLPLPGIFRPYDYTLPFYYILT :
IFLARRERFLRLNEALERLALTGNNIERELWNTSNRRVLP-—=—===-====— ITMA¥SISCOMEVSICVLLBILKLLYYYIWHNEVVLTLPLPGIFBYDYTVBFYFILT :

IFLARRKRFLHLNEALERLALNGNESERILWNTTNRFVLP -ITRAYRISSELTVSFCVLLPILKLLYYYIFHSEVVLTLPLPGIFPYNYTLPFYFILT :
IFLARRKRLLRLNEALERLALTGNKFERDLWNTTNRTVLP -IVTAYSISCQLTVNICVLLPILKLLYYYIWYNEVVLTLPLPGSFRPYDYTSPFYFILT :
- FPYDYTIPFYYILT :
MFVAKGRRFIKLIRNLDALADAATVKEWSEWRHENDWQQC ~IVRVYYICCTSTGTLYCTVPAVILLYSQCFREHTVFILPFDAAFPLDTGHLFFYTVS :
MFVAKGRRFIKLIRSLDMLADEANVKEGREWRHENDWQOQR: -IVRVYYICCMSTGTLYCTVPAIILLYSRCFNDHTMFILPFNAAFPYDTGHPFFYTVS :

MFVAKGRRFIKLIRSLDMLAAEANVKEGKEWKHENDWQQR-----—-—--—--— IARVYYSCCMSEGTLYCAVPAIILLYSQCFNGHATFILPFDAAFPFDTAHPFFYPIS :
MFVTKGRRFIALIENLESLAEGANVKEHAEWTHENDWQORXAEWTHENDWQORIARVYYSCCTATGTLYCTVRPVLILLYSVCFNEHAVLILPFDAAFPFNVQOPFFYIIA
- FPFNVQQPFFYIIA :
MFVLKSGRFIELIRNLDMLAE----KEHSAWRLENDWQQR- --IVSVYYFCCTSTGILYCTVPALVLLYTRYFREQTVFILPFEASFPYDTNQPLFYILS :

RVIYRRKEMAQMAENIYLISTRASAK--ELTHLIQENNRE
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LVIYRRREMAEIVENIYLISAKASTK--ELTHLIQENNRE
RVIYRRKEMAELCENIYLISAKASKL--ELAHLIQENNRE
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TILTVLLVQLCANTITVVDGLFGWFVYNISAHLOQIMRLKLEQLLQLHVDDPN---FHRDFVALINYHREIINLALELDAVYAPIIFLESRLXSLPICFLAYQOLSYLSDPA :
***************** VDGLFGWEVYNISAHLQIMRLKLEQLLQLHVDDPS---FHRDFVALINYHRETIDLALELDAVYAPIIFLEVTSSCLPICFLAYOLSYLSDPA :
TILSVLLVYFCVYTICAVDGLFGWEFVYNISAHLQIMRLKLEQLLQLHVDDPN---FQRDLVALVNYHRQIIDLSLELDALYAPITFLEVTSSSLPICFLAYQLSYLSDPA
TILTILLVYLCAYTIVAIDGLFGWFIYNISAHLQIMSLRLEQILQLPIEDPR---FHRHFVDLVNYHKEITIRLSLELDAVYAPIIFLEVTSSSLPICFLAYQLSYLSDPA :
LILTVLLVQFCSNSITIIVDGLFGWFVYNISAHLQIMRLKLEQLLQLHVEDPN---FNRDFVAFVNYHRETIIDLTLELDAVYAPITIFLEVTSSSLPICFFAYQLSYLSDPA :
VILSVLLVFFCMNAICIVDGLFGWFVYNISAHLQIMRLKLEHLVQLOMADPQ---FQADFAAFISYHRETIISLTLELDAVYAPIIFLEVTLSSLPICFLAYQFTYITDPA
YLWCISFIIYAIHAITAMDSLFCWFIFNISAHFRTLOHELQONVAKTSADVEDSACLHSKITETLHYHRRITELSAEFDELYAPIVEIEISVSYLKLCESAYNLINLGDIS
YIWCISFIVYAIHAIAAMDSEFCWFIFNISAHFRALQRELETVVAASAGAEDDSSLHSRITQTLHYHRRIMELSAEFDELYAPIVFIEISVSYLKLCFSAYNLINLSDIS
YIWCISFIIYAVHAIAAMDSLFCWFIFNISAHFRALQRAVETVGAAMTGAEDYASLHGRITRTLHYHRRITIELSAEFDELYAPIVFIEISVSYLKLCFSAYNLINLAAAA
YIWCISFIVYAIHAVAAMDSLFCWFIFNISAHFRILOHKLEAVAAT-LAEEDYVSFQONITEALRYHRHITELAAEFDDLYAPIVFIEIAVSYLKLCEFSAYNLINLADIS
YIWCISFIVYAIHAVAAMDSLFCWFIFNISAHFRILOHKLEAVAAT-LAEEDYVSFQONITEALRYHRHIIELAAEFDDLYAPIVEIEIAVSYLKLCEFSAYNLINLADIS :
YIWCISFIIYAIHAIVAMDSLFCWFIFNISAHFRILQQKLTDVSVSPNASTDHAIFQODITQTLFYHQRIIELSAEFDELYAPIVEVEISVSYLKLCESAYNLINLDDIS :
WLWTAVAIYGVIYGSVSVDSLYSWYIHNLVGNFKILQSKLVTAESASE----LSERRELIYYCIAYHQRITIAMTEQLNII¥QPIVEVQFSLNALQICFLAYQIGSGVVDT :
WLWTAVAIYGVTYGSVSVDSLYSWYIHNLVGNFKILQSKVLTAELANE- PSQRCELIYYCIAYHQRIIAMTEQLNIIYQPIVEVQFSLNALOICFLAYQIGSGVVDT :
WLWSAAAIYGVIYGSVSVDSLYSWYIHNLVGNFKILOSKLVTAEWATD LSERREEIYYCIAYHORIIAMTEQFNIIYQPIVEVOFSLNALQICFLAYQIGSGVVDT
WLWSAVSIYGVIYGSVSVDSLYSWYIHNLVGNFKILQOSKLVSAESTAD- LSERRTHIYYCIAYHORIIAMTEQLNLIYOPIVEVQFSLNALQICFELAYQIGSGVVAT
WLWTAVAIYGVIYVSVPVDSEYSWYIHNLVGNFKILQSKLVSAESIAESTADLGKRRELIYYCVAYHQRLITMSEQLNII¥QPIVEVQFSLNGLQICFLAYQIGSGVVAM

WLWSAIAIYGVIYGSVSVDSLYSWYIHNLVGNFKILQTKFVTAELIAE----VSERRASIYYCLGYHQRLITMSEQLNII¥QOPIVLVQFSLNALQICFLAYQIGSGDVAV :
YVWGVLGVAAAAWLAIATDTLFSWLTHNVVIQFQLLELVLEEKDLNGG-------— DSRLTGFVSRHRIALDLAKELSSIFGELVEVKYMLSYLOLEMLAFRFSRS-GWS :
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N-VPFICLLLSSIVLOLMI¥CFGGEKVONECDELSQNIY¥LLIP-WHKLPPKHCRLLLIPFIRSQRVLVLTGYFFTANRSLLVWIFRTAGSFTAMLFALKEKEV--- : 333
N-VPFICLLLSSIVIQLMIYCFGGEKVQSECDELSENIYLLIP-WQONLPPKHCRLLLIPFIRSQRVLVLTGYFFTANRSLLVWIFRTAGSFTAMLFALKEKEL--- : 191
S-VPFMCLLMSSIVIQLMIYCFGGEKVONECDOLCENIYLLIP-WHKLBPKHCRLLLNPFIRSQRVLVLTGY FETANRSLLVIWI FRTAGSFTALLFALKEKEY : 389
N-VBFMCLLMSSIVIQLMIYCFGGEKVQSECDQLCENIYLLTP-WONLPOKHCRLLLNPLIRSQRVLVLTGY FETANRSLLVIWI FRIAGSFTAMLFALKEKDV--- : 389
N-VPFICLLLASIVLOQLMIYCFGGEKVKNECEQLSENIY¥LLIP-WQONLPPKYCRLLLTPFIHSQRVLVLTGYFFTANRSLLVWIFKTAGSITAMLFAWKEKKVV-~- : 334
N-VPFMCLLLSSIVLOLLI¥CFGGEKVONECEKLCESIY¥LLIP-WHKLPPKHSRLYLTPLIRSQRALVLTGYFFTANRSLLVN-----——--———=—=————————— 1 202
G-LBVIAVGLVTITFOLCNYCFSGEKLKSVSKVVSDRIYLAFS-WERVPPPLRRLLILPLMRAQRATNLTGELEVVDESLLVIWI FKETES I IGFLSATKSENTTS- : 388
G-LBVLAVGLVTITFOLCIYCFSGEK IKNVSEEVSDRIYLAFP-WERVPPSVRRLLLLPLMRAQRATNLTGFLETVDHSLLVINI FKETGST IGFLSATKSENTTS- : 388
A-NTFQTSPSVS---QATDYLKSLNLLNISCVAASECIGAAKRNLQQVAEPIK------ LNANARHLAITGQOSAVLACE--—--—--—-—————-——————mmm oo : 354
S-FPVIVVGLVTITFQLCI¥CFSGEKIKNASLLISDHI¥YLTFP-WARMPSSMRRLLLLPLMRAQRSTNLTGYLFEIVDHSLLVWIFKETGSIIGFLSATKEKTVDVN : 401
S-FPVIVVGLVTITFOLCIYCFSGEKIKNASLLISDHIYLTFP-WARMPSSMRRLLLLPLMRAQRSTNLTGYLEFIVDHSLLVWIFKTTGSIIGFLSATKEKTVDVN : 227
S-LPVIAVGLVTITFQLCIYCFSGEKIKNASEQFANHIYLSFP-WERVBPSLRRLLFVPIMRAQRPMELTGFLE IVDHSLLVWI FKTTGS I IGFLSATKKENTNI- : 375
VDLBFLFLFMISVGIQLMIYCYGGOHLONESVNVSKSIYQTIN-SSSWRNELRKVLLT SMMRAQKPSKLTGI FEDVDLPLFLWVWRTAGSYVTLLRSVDOKTM-—= : 365
MDLPFLFLFMISVGIQLMI¥CYGGQHLONESVNVSKSIY¥QTIN-SATWPNKLRKVLLISMMRAQKPSKLTGIFEDVDLPLFLWVWRTAGS YVTLLRSMDQKTM : 386
VDLPFLFLFMISVGIQLMI¥CYGGQHLONESVNVSKSIY¥QTIN-SSSWPNELRKVLLISMMRAQKPSKLTGIFEDVDLPLFLWVWRTAGSYVTLLRSVEQKTM 1 365
VDLBFLFLFMISVGIQLMIYSYGEQHLONESVNVSKSIYQTIN-SSAWRIDLRKVLL I SMMRAQKPSKLTG T FEDVDLPLELWVWRTAGS Y VTLLRSVDOKNL 1390
VDLBFLLLFLISVGIQLMIYCYGEOHLONESVNVSKSIYQT IN-SSPWPNELRKVLL I SLMRAQKPCKLTGT FEDVDLPLFLAVWRTAGS Y VT LLRSVDOKTHM : 369
VDLPFLFLFMTSVGIQLMIYCYGGQYLONESENVAKFISQTIN-STIWPIDLRKVLLFSMARAQRPCKLTGIFFDVDLRLFLWVWRTAGSYVTLLRSVDQQSS 1 415
AQVPFRATFLVAIIIQLSSY¥CYGGEYIKQQSLAIAQAVYGQIN-WPEMTPKKRRLWOMVIMRAQRPAKIFGFMEVVDLPLLLWVIRTAGSFLAMLRTFER--— : 378
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CcapOR46a MITPRKASSIPIIKYTRITMEEPKKIVNCEYERQFKFFKF FGLPPNYSRFCQILFKL : 109
BdorOR46a QKL FGLPAHYPSLLQYLYKL H 76
BlatOR46a MEDAKRIVHSEYNIQLLFFKL FGLSAHYPSHLEYLYKL : 90
BoleOR46a : MDDAKGIVYSEYKVQYLFFKL FDLPAHYSSFWHYMYKL : 90
BminOR46a MVSPQQSTTPEIDEYL, FGLPKHYSSFWHYMYKL : 85
DmelOR46aB MVT--EDEYKYQVWYFQT WO! PTWA———ADHQRRFQSMRFGFILVI 1 84
DmelOR46aA : MSKGVEIEYKGQKAFLNILS WPQIERR———WRIIHQVNYV.IV.V 1 84
gl yfwhv fw 11Fd smw k Nis 1nEi kvfy csmaiavmaKf
120 130 140 150 160 170 180 190 200 210 220
RzepOR46a : TSSFL. \MHDD| KFEMETEFTQSLOQ. Gl : 160
CcapOR46a SRYVAF MHND PSELKKFI H Al G| 1 219
BdorOR46a SSYV: IHDE LEKFTQSSH G| : 186
BlatOR46a RSYV. IQDE LEKFTQSSH G : 200
BoleOR46a SSYV: IHDD LEKYTQSSH S| : 200
BminOR46a : SYVEI \MHDD| LEKLAQSSH : 195
DmelOR46aB HLKLKSRKLAGLVDAMLSPEFGVKSEQEMQOMLELDRVAVVRI ML-EVCSIEGWIC 194
DmelOR46aA : SIKANNVOMEELERRLDNEEFRPRGANEELIFAAACERSRKL DF KTYNBLGENTGSP, ;195
i kn 1far dllp n E s 1lsc vRn Y lSltslsllf s p eLPLsiy p ve y ay qulnglCC INI fDSls
250 260 270
RzepOR46a PTDKDTTQD- LLD 1 269
CcapOR46a KFQNITQD- : 328
BdorOR46a KDLYVDDN-I 1 295
BlatOR46a KDLYVDDS-IINL| : 309
BoleOR46a : TNLYVDDN-MINL| TET : 309
BminOR46a ‘TNLDVDDN-MINL| TEN| : 304
DmelOR46aB : PVIEPQDNEKIAME RIVRFKDLV] : 305
DmelOR46aA : L.F C| \Y RLITTSGG-TVEQQLKENIRYHMTIVELSKTV] R.C I T, : 302
SffiyLkgQLdiL RLenig i gL ci vy k i mE 11 PmsVQ isSV1VLvaNfYamtfltd dy tf KfleQchL QIF 1C
360 370 400 420 430 440
RzepOR46a : 'HCNRI L) : 331
CcapOR46a HCNQT L) I 407
BdorOR46a SKI L) I 374
BlatOR46a L] I 388
BoleOR46a M VNS 388
BminOR46a : L) KKKPKE SSKEQEDSTEHQSRNVINSTELETRKICSSDLTGIEFVK 412
DmelOR46aB I GSIVNC F RVN 384
DmelOR46aA E I L D VNC| F RVN. 381
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BcucOR47bX1 : SLSTQ. DSNTH| F| 1 102
BcucOR46bX2 : SLSTQ. DSNTH 13 ¢ 91
BdorOR47b H SLSSKATIS; HSYTH | S, : 102
BlatOR47b H SLSSKATTS; HSYTH! Y S, : 102
BoleOR47b H SLLSK. S| INSYTH] S| F| S| : 102
BminOR47b H SLSSK. D] [KSYTH] F| I ILES 1 102
CcapOR47b : MLHECSDKSTIS RRRSR----KYSS; Y| I S, ATIIADLYVA : 109
RzepOR47b  : -MIPILRESTIS! - FNLNNGNIFEONTIGMA E DDGHES ] LORR TLEGEEV---------- ;101
DmelOR47b H —MNDSGYQSNLSLLRVFIDEFRSVLRQESPGLIPRLAFY RAFLSLECQYPNKKLASLPLYRWINLFIMCNVMTIFWTMFV; IGDDLVWISG-======= : 101
ti nti hnsyl n 1 t skl tilapyr vlkemLr g a p htcL yfr y rllglup r e £ £f
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BcucOR46bX2 : HFNESH-DS MCF : 188
BdorOR47b H HARGLS-GG! MCF : 199
BlatOR47b H HGRGLS-ES, ICF; 1 199
BoleOR47b H HASGLR-DG! IGDMCL, : 199
BminOR47b H QHANLLR-DG| ICF 1 199
CcapOR47b H FARDTS-DS; LGEASF] 1 222
RzepOR47b H - Y| 1 IVLTT : 199
DmelOR47b H TKIFYMHLRCDEIDELISDEEYYNRELR----- LCYVIESGLYINCFCLVNFFSAAIF, 194
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BcucOR47bX1 : KLKET| KLMNRINO) : 304
BcucOR46bX2 : KLKET 0] 1 293
BdorOR47b : IVAAG---ASSST Of : 310
BlatOR47b H IVAAG---ASSST o) : 310
BoleOR47b H GATG---DCSST 0 : 310
BminOR47b H ESAAGTAGACSIT, 0 : 313
CcapOR47b : H| : 332
RzepOR4Tb  : D! ;303
DmelOR47b H RAENGAFNAQL FSLIS : 299
pDeHp cvY fQcfctlymLv 1vvasngnanQTtLNLrlLCean 1g se v wrel e VeFHq II 1 iN tFywnyvsQmgAStfmIc
370 380 390 400 4
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BoleOR47b H 0l EVRT : 423
BminOR47b H Ol DVHA| 1 426
CcapOR47b H K EVYA : 445
RzepOR47b H K] FQVHT! 1 4l6
DmelOR47b H (QAAFDINDWHT! 412
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DmelOR69aB : - ~MQLEDFMRYPDLVCQAAQLPRYTWNG--RRSLEVKRNLAKRIIFWLGAVNLVYHNIGCVMYGYFGDGRTKDPI--AYLAELASVASMLGFTIVGTLNLWKMLSLKTH : 103
DmelOR69aA - ~MQLHDHMKYIDLGCKMACIPRYQWKG--RPTERQFYASEQRIVFLLGTICQIFQITGVLIYWYCNGRLATETG-~-TFVAQLSEMCSSFCLTFVGFCNVYAISTNRNQ : 103
BdorOR6%al -MSEIYSMKHCLKYPYFTLDLAATEPFTWSG--ARTYSYRRIWLRRALFTFGAINLVYQNIGMLIYLFMPHESSAQ----STIVQVTETGGIMGLTMVGTSNMLVMFWYGDR : 105
BlatOR69al -MSELYSMKHCLKYPYFTLDLAATEPFTWSG--ARTYSHRRIWLRRALFTFGAINLVYQONIGMLIYLFMPHESSAQ- STIVQVTETGGIMGLTMVGTSNMVVMFWYGDR : 105

BoleOR69al -MSEIFTIKHCLKYPYFTLDLASTEPFTWSG--ARTYSYRRLWFRRMLFTLGAINLVYQNIGMLIYLFMPHESSAQ-
BcucOR69al : -MSETYTLNDCLKYPYFTLDLASTEPFTWSG--APTHSYRKLWLRRALFIFGALNLVYQNVGMLIYLFMPHESSAE-

STIVQVTETGGIMGLTLVGTSNMLVMFWYGDR : 105
TTIAQITETGGIMGLTMVGTSNMLVMEWYADR : 105

CcapOR6%al -MSGVFSMNHFLKYPNETLDLAWSNPFAWSG--ARQYGYHMLWIRRLLFTFGAANLVYQNFGMMIYLCMPHEVSNE- STIGQITETGGIMGLTMVGASNMFVMYWHADR : 105
RzepOR69al -MPRIYTLQHFLHYPQLTLNLAWSDPFAWSG--SRKYSSHAIWLRRALFIFGALNLVYQONFGMLIYLFMPHEISTE- SVIGQITETGGIMGLTMVGACNMFVMYWYGGR : 105
BcucOR69a2 H -
CcapOR69a2 : -
BdorOR6%a2 —==-MWTLFWRRHD : 10
RzepOR69a2 - - - --MWNIFWRRKD : 10

BoleOR69a2 MSLRTYNLKTFLEYPQFAFKLVCFESFIWCDNEHRHESALWYRIKQLIFIFSTIILIVHVSALVAGVFVPRATPEAELYSSSDSKVFEALATISYYSCGIYKVWNLLYRRHD : 112

120 130 140 150 160 170 180 190 200 210 220
DmelOR6%9aB : FENLLNEFEELFQLIKHR- ~AYRIHHYQEKYTRHIRNTFIFHTSAVVYYNSLPILLMIREHFSNSQOLGYRIQSNTWYPWOVQG---SIPGEFAA : 193

DmelOR69aA IETLLEELHQIYPRYRKN— —HYRCQHYFDMAMTIMRIEFLFYMILYVYYNSAPLWVLLWEHLHEEYDLSFKTQTNTWFPWKVHG---SALGEGMA : 193
BdorOR69al IAMLLEKFQQLFPTARLOQRKAKFTKQS- LRGVEFPHRIEHFVLKSNKLMKLATTLYMFAFAYYNSLPIVEFLYEWTTPGIVWKYRYQSNTWYPWONERNAKSFASETLA : 213
BlatOR69al IAMLLEKFQQLFPTAGLOQRKAKFTKRS - LRGVEFPHRIEHFVLKSNKLMKLATTLYMFAFAYYNSLPIVEFLYEWTTPGVVWKYRYQSNTWYPWONERNAKSFASETLA : 213
BoleOR69al : IAMLLENFQOLFPTERVOIKAKSTKRR- LRGVKFPHRIEHFALKSNKLMRLATILYLFAFAYYNFLPIVEFLYEWWTPGVVWKYRYQSNTWYPWONERNAKSEVSEVVA : 213

BcucOR69al IAILLEKFQQOLFPTERVQRQVK-—-—-— --LEFPHRIEYFAVKSNKLMKLATTLYMYAFAYYNSLPIVEYLYEWSTPGIVWKYRYQSNTWYPWONERNSKSFLSFAVA : 205
CcapOR69al IALLLEKFQRLFPTKQLOQWRAKHANGR- LRGVKFPHSVEYFALKSNKLMKIATTAYLFAFSYYNSLPIVEYLYESLTPGVELKYHYQSNTWYPWONAHNRKSFIAFLAA : 213
RzepOR69al ISALLEELQNLFPTARAQWRAN-CGRR----LRGVRIPYRVEYFAVKSNRLMKHTTTAYIFAFSYYNSLPITEYLYEWLKPEEELKFRYQSNTWYPWONSHNSHSFISELAA : 212
BcucOR6%a2 ----MEELKALEPSIAKQKRLAEINESKEGI-IGSGGIYRLEYYEEKSRTIMQFITRYFMFAYVAYNSIPVMQOLCFAVITQQEHITYRAQANAWYPWHNHNDHSSEMGEMLS : 107
CcapOR69a2 : H -
BdorOR69a2 ILRVLEELKDLEPSVAKQRRIAELNESEKGQ-IGSVGIYRLRYYEEKSRASMRRLIRFIINCYIYYNSVPILQLCYAIVTHQEKIMYRAQANTWYPWHNHNDHSSEIGEMAA : 121

RzepOR69a2 IGPLLEKFNELFPSVVIQKKLAEANDYKTELKRGSGGYYRFAYFEEKSRARMRFMTKYFVFAYFYYNITPILQLIYEILSPNQTVTYKTQSNAWFPWHNHNNHSTEVGEVEN 122
BoleOR69a2 : IARLLKELKDIFPSVAKQRRLAELNESKKDQ-LGSGSIYRLGYYEEKSRANMRRLTHFFKFAYCAYNATPILQLCFAIMTHQEKITYKAQANAWYPWHNHNNHSSEIGEMVS : 223
i 1lle 1fp q r ks m t a yyn pi Y dn wypw n sf f
230 240 250 260 270 280 290 300 310 320 330
DmelOR69aB VACQIFSCQTNMCVNMFIQFLINFEGIQLEIHFDGLARQLETIDARNPHAKDQLKYLIVYHTKLLNLADRVNRSENFTELISLSVSMISNCFLAFSMTMFDFGTSLKHLLGL : 305
DmelOR69aA VLSITVGSFVGVGESIVTQONLICLLTFQLKLHYDGISSQLVSLDCRRPGAHKELSILIAHHSRILQLGDQVNDIMNFVEGSSLVGATIAICMSSVSIMLLDLASAFKYASGL : 305

BdorOR69al YVCOVQSSLTGVAEIMAAEFMLCFETTOLQIHFDYLANALETIDAAGANANEDLKYLINYHSQLLSYSKETNAIFNVSEMVNLCTSATAICLMGFSMVMISLAHAFKYSIGL : 325
BlatOR69al : YVCQVQSSLTGVAFIMAAEFMLCFETTQLOIHEDYLANALETIDAAGANANEDLKYLINYHSQLLNYSKETNAIFNVSEMVNLCTSAIAICLMGFSMVMISLAHAFKYSIGL : 325

BoleOR69al YLCRQVQSSLTGVAFIMAAEFMLCFFTTOLOTHEDY LANALETIDAAGANANEELKYLLNYHSQLLSYSKETNATFNVSFMVNLCTSATAICLMGFSMVMISLAHACKYSIGL : 325
BcucOR69al YICQVQSSLTGVAFIMAAEFMLCFFTTOLOTHEDY LANALETIDAAAPNANEDLKYLINYHSQLLSYSKETNATFNVSFMVNLCTSSIAICLMGFSMVMISLAHAFKYSIGL : 317
CcapOR6%al YICOVQSSLTGVAEIMAAEFMLCFEITOLOMHFDY LANALETIDAAGENANEELKFLIHHHGRLLSYSKEINAIFNISFELVNIFTSSIAICLMGFSMVMISVIHACKYCIGL : 325
RzepOR69al YICOMQSSLTGVAFILSAKFMLYFETTOLOMHEDY LAGALEAIDASGELANDELKFLINYHSKLLSFSKEINDIFNISELVNFFTSAVAMCLMGFSMVMISLAHAFKYSVGL : 324
BcucOR69a2 : YLTQAIVEYTSIAFVMSGEFIFCFETTQMLMHYNYLCSALSALDASAPDAVRQLKALISYHTHLLRLSKLINSIENLTFALDLIITTFAISLMGLAIVLVNFADALMFSAGEF : 219
CcapOR69a2 -FSLSKLINSIENFTEALDLITTTFAISLMGLTMVMVRFGQAVMFSAGF : 52
BdorOR69a2 FLTQATAEYVCIVFIVCSENLFCFFTTOMLMHEN- ALAASAPDALLQLKALISYHNQLLRAVMFSAGF : 195
RzepOR69%a2 YLVOASAEFAGINEIMCGEYLFGFENTOMQLHEDYLAIALETLDATAPDSMKQLKTLITYHANLLRLFNEINSVENITEALDLINATFAISLMGLAMVMIEFGRAVMEFSAGE : 234
BoleOR69a2 : FLTQASAEYVSVAEIISGEFLFCEETTQMLMHEN ---YLSSAFN SLDASAPDALLQLKALISYHNHLLR-------— : 289
q £ ff tg hf 1 d 1 1 h 1 s n fn f a 1 a g
340 350 360 370 380 390 400 410 420 430 440

DmelOR69aB LLFITYNFSMCRSGTHLILTSGKVLPAAFYNNWYEGDLVYRRMLLILMMRATKPYMWKTYKLAPVSITTYMA-
DmelOR69aA VAEVLYNFVICYMGTEVTLASGKVLPAAFYNNWYEGDLVYRRMLLILMMRATKPYMWKTYKLAPVSITTYMA-
BdorOR69al : TSEIVFTFFICYTGKELTETSDKLLNAAFYGNWYDGNLAYRKMILEFIMRCRIPTELRAYKFTTVSMPTFTA-

TLKFSYOMETCVRSLK- : 393
TLKFSYQMETCVRSLK- : 393
ILRSSYSLETFFQAMGQ : 414

BlatOR69al TSEIVFTFFICYTGKELTETSDKLLNAAFYGNWYDGNLAYRKMI LFFIMRCRIPTELRAYKFTTVSMPTFTA- ILRSSYSLETFFQAMGQ : 414
BoleOR6%al TSEIVFTFFICYTGKELTETSDKLLNAAFYGNWYDGNLAYRKMI LFFIMRCRIPTELRAYKFATVSMPTFTA- ILRSSYSLETFFQAMGQ : 414
BcucOR69al TAFIVFTFFICYTGKELTETSDKLLHAAFYGNWYDGNLAYRKMILFFIMRCRIPTELRAYKFT-VSMPTFTA- ILRSSYSLETFFQAMGK : 405

CcapOR69al LSEIVFTFFICYTGKELTDASDKLLYAAFYGNWYEGDLAYRKMILFLIMRCRIPTVLRAYKFTTVSMPTFTA-
RzepOR69al : LSEIVFTLFICYTGSELTESSNKVPAAAFYSNWYEGDLAYRKMILEFIMRSRKPAVLSAYKFKTVSMPTFTT-

ILRSSYSLFETFFQAMGK : 414
ILRASYSLETFFQALGK : 413

BcucOR69a2 SFELLLGYLFCNNGDEILRETMQINSAIFYSNWYEGSPEYRRLIIFFIMRTKTPCQYQAYGYTPLSMETYMR--~——=~-=————=———=—————— ILKLSYOMETSVRAIE- : 307
CcapOR69a2 SFFLLLGFLFCNNGDELINATKNLGAAIFYSNWYEGSSEYRRMIIEFIMRTKTPCEYRAFGYMSLSMETYMRVKILIFVLIYFSSFSFLRFHFQILKLSYQLETSFRAIE- : 162
BdorOR69a2 SFFLILGYLFCKNGDELIRETMKISPAIFYSNWYEGSYEYRRLIIFFIMRTKAPCEFQAYGYTSLSMETYMR— ILKLSYQLFTSFRAIE- : 283
RzepOR69a2 SFELILSYVFCKNGDEFTDVSNKLSSALEYSNWYEGSLEYRRMITFFIMRTNKPCEYQAYGYTAISMVIYMR- MLKLSYQLETSFRAIE- : 322
BoleOR69a2 H -

Supplemental figure 3-19 The alignment of OR69a
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BoleOR71a H MIFTETLLLWMEIILSGDVDYVFQWMRLAITETCLIVKVLNIWYHAQTANELLQEWDKSDME : 62
RzepOR71al-2 : MEYASEVLKIALSETVVVLKVLNIWHFAPNAAKLLHEWEQSEFE : 44
BdorOR71a : MAINKLANFRTLEPVLTFLGLW ~EGGDSSWFKRQYRYYQLFMHTTITETFACLMILEFIYSESLDYAIDVLKYMLVEMAIISKVLNAWYYEQQTAELVNELANSAIE : 106
BlatOR71la : MAIKKLANFRTLEPILTVLGLW QGGDSSWFKRHYRYYQLFMHTTITETFASLMVLEVIYSESLDYAIDVLKYMLVEMATIICKVLNAWYYAQPTAELVNELEDSAIE : 106
BminOR71a : MAFDSMANFRTLTRLLIILGLW -HGGNGSWFERHYRYYQLFLHTTLTFTETLLMCLEVIYSESLNYAIDVLKYMLCEMALVFKVLNAWYYARKISELMNEWQVSEIE : 106
BcucOR71a : MAIDTMVNFRTIVRILTLS--==========-=———————————— VIEGFILLLSLEITYSDGLDHAIDVLKYLLVVMALGIKVLNAWYYTRQITEVMYEWENSELE : 81
CcapOR71a : MTFDNIANSRFLTRALVLLGLWPVITVHG--SWLORNYCFYQLFLQITFTFESETFLMLLEVICSESLDHATEVLKFLLTEMALVFKILNTWYYARKAAAFLHEWETGEME : 108
RzepOR7lal-1 : MSFDTIANSRFLIRALTFLGLWPVVIGNGGGSWFKRYYRCYQLFLHITLTFTLSLLMWLDVIFSDNLDHATQVLKFLLTEMSLVLKIFNIWHYSLKAAGLLHEWOMSELE : 110
DmelOR71aX1 : MDYDRIRPVRFLTGVLKWWRLWP----RKESVSTPDWTINWQAYALHVPFTFLEVLLLWLEATKSRDIQHTADVLLICLTTTALGGKVINIWKYAHVAQGILSEWSTWDLE : 106
DmelOR71aXx2 : MDYDRIRPVRFLTGVLKWWRLWP----RKESVSTPDWINWQAYALHVPFTFLEVLLLWLEATKSRDIQHTADVLLICLTTTALGGKVINIWKYAHVAQGILSEWSTWDLE : 106
m r 1 tf £ 1 le i s vl 1 Kv N W y Ew F
120 130 140 150 160 170 180 190 200 210 220
BoleOR71a : ALKTLEEQKMWQGAQRYFRKVVAVYSLLSICSVFMALFSVFFMDTLALPIPYWMPAS-WRGSNAWPLFLYEDIVVPESCLCNTQIEFFLCYLMFHLTLCLRMIGIRMERL : 171
RzepOR71al-2 : VPRTPQEQVMWRRAQNAYKKVLAFYRIWSIICVLLAFLSVVFMETPQLPVPYWIPVKKWREGNGWPLYLYDFVAVIETCCCNIEIDSLQCYYLLHLTLCLRLIGLRMARL : 154
BdorOR71a : ELRTSAEEQMWQOKSOKNFRKLTMIYMGTGLNSAFCALLAAALMGAKELBYALWLEYD-WRDTYFWGIYCYECIAMPETCLCNITIDLFQAYLLLALTLCFRVISMRLERL : 215
BlatOR71la : ELHTSAEEQMWQOKSOKNENKLTXIYMGTGLNSAFCALLAAALMDAKELBYALWLEYD-WRDTYFWGIYCYECIAMPETCLCNITIDLFQAYLLLALTLCFRVISMRLERL : 215
BminOR71la : ALRTSDEKQMWOKTQKNFHKLTMTYICTGFNSAMCALIGVLLMGASELPYALWMPKN-WRETYFWGMYCYEFLAMPETCVCNITIDLFQAYLLLELTLCYRVISMRLERL : 215
BcucOR71a : VLRNDDEKQMWAKTQKTFRKLGMTSFGLGFNSAMCALLGVLLMGATEQPYALWMBTN-WRDKYYWQMYIY¥QCLSMPEICFSNVTNDVFQAYLLLELTLCFRVISMRLERL : 190
CcapOR71a : VLRSNAEKNMWAKKQSTEFRKIMLGYIYWSISSAVCALLSCLFINDQALBFPYWTENH-WLEDYYWLMYFYELLTMPETCLCNIEIDVFQCYLLLALALCLRVVGMRLERL : 217
RzepOR71lal-1 : VLQTVGEQEMWRCAQRAFHKVVIFYVGCSFNAAICAFVAVPFMNTRELPFPFWLPRK-WREDYYWAMYFYEFIAMPETCLCNIQIDLFLSYFLLHLTLCLRVIGKRLERL : 219
DmelOR71laX1l : ELRSKQEVDMWRFEHRRENRVFMFYCLCSAGVIPFIVIQPLFDIPNRLPFWMWTPFDWQQPVLFWYAFIYQATTIPIACACNVTMDAVNWYLMLHLSLCLRMLGQRLSKL : 216
DmelOR71aXx2 : ELRSKQEVDMWRFEHRRENRVFMFYCLCSAGVIPFIVIQPLFDIPNRLPFWMHTEFDWQQPVLFWYAFIYQATTIPTACACNVTMDAVNWYLMLHLSLCLRMLGQRLSKL : 216
1 E MW g f k y a 1P WP w W Y pf C cN d Y1l 1HL LC R Rl rL
230 240 250 260 270 280 290 300 310 320 330
BoleOR71la : GDQVNDVEITTELENIIKIHQRIEGMAKSCQKIIMWPVLAQITFSSLIICCSI¥SIQR ISFSENPSNFLGFIQYVVAMALEIFLPCYYANEITVESENLSNHL : 274
RzepOR71al-2 : EDAGDNVEITSELLKLIQMQOQRVKDMVKRCEEIVSLPVLVQIIFSSMIICFTAYYLQS LSFSNNPADFVAMVQYGFVMSLQIFLPCYYANELTAESLNLSKQL : 257
BdorOR71a : EDAGKEDAITTELLNNIKMHORVKELALKCEQVISIALLSQIMLTFLILCFIIY¥YNMONVKTENDIAQFSENPAHFLAMLOYALIISMEMFLPCYYGNELTVESEKLGFHL : 325
BlatOR71a : ESAGTEDAITTELLNNIKMHORVKELALKCEQVISLALLSQIMLTFLILCFII¥NMONVETANDIAHFSENPAHFLAMLOYALIISMEMELPCYYGNELTVESEKLGIHL : 325
BminOR71la : DNAGTDEAITKEFLNNIKMQOQRVKD ENPVHCLAMLOYVLIVSLOMFLPCYYANELTVESEKLGIHL : 281
BcucOR71a : ANAGADGAITAELMNDIKMHQRVKEMAISCEHIISLSMLTQITLTFLIICFIIYNLAN ANFREDPVHCLAMLOYALIVSLOMFLPCYYGNELTLESEKLSINL : 293
CcapOR71a : ANAGDENAITREFLKTIKMHRRINEW- -IMLSALIICFIIYRMQS VHFSDNPTEYLAMFQYVVAMSMQIFLPCYYANELTVQSQONLSKSL : 305
RzepOR71lal-1 : GNATEDDAVIKEFVKIMKMHORVIDMSKRCVOMVSLPVLMOIMLSSFIICFIIYRLQS VSFRENPAEYLAMLOYVVAMSMEIFLPCYYANELTVQOSEKLSYHL : 322
DmelOR71aXl : QHD--DKDLREKFLELIHLHQORLKQQALSIEIFISKSTFTQILVSSLIICFTI¥YSMOM SPVLQDLPGFAAMMOYLVAMIMQVMLETIYGNAVIDSANMLTDSM : 317
DmelOR71aX2 : QHD--DKDLREKFLELIHLHQRLKQQALSIEIFISKSTFTQIL PVLQDLPGFAAMMOYLVAMIMQVMLETIYGNAVIDSANMLTDSM : 302
te i hgR qi ic y p am QY fLPcyY Ne t s L 1
340 350 360 370 380 390
BoleOR71la : ¥YNCDWTV--MSLYNRRQIFLYMEHLKQPITLYAGNYFQIGLPVESKTMNNAYSLLALLANVNEEE--- : 337
RzepOR71lal-2 : ¥YSCNWTD--MSAYNRRLIYLYMODLKQPIALRAGSYFEIGLQVESKTMNNAYTLLALLANVADEDE-- : 321
BdorOR71a : ¥SCDWT--AMSAVNRRLIYVYMESLKKPVVLCAGRFFEIGIPIESKAMNNAYSVLALLLNVNDDEQH- : 390
BlatOR71a : ¥SCDWT--AMSAVNRRLIYVYMESLKKPVVLCAGRFFEIGIPIESKAMNNAYSVLALLLNVNDDEEH- : 390
BminOR71la : ¥YSCDWTGFLVDFSPAAPNRSTAPSQRRSTFAIQRSAFEVQHAVG-QIVHTTYNHMNFGMQOFDLWSLQY : 348
BcucOR71a : ¥SSDWTG--MSAYNRRFIFHYMESLKKPLVLHAGSFEEIGIPIFAKAMNNAYSLLALLLNVNDDEQ-- : 357
CcapOR71a : ¥NADWTG--MSAYNRRLMLLYMQYLKLPL-----=---=---=------ TMNNAYSLLALLLNVSDDKDKK : 354
RzepOR7lal-1 : ¥CCDWTG--MSVYNRRMIFLYMEYLNQPLVLHAGOFFKIGLPIFSKTMNNAYSLLALLLRVSDDNKN- : 387
DmelOR71aXl : ¥NSDWPD--MNCRMRRLVLMFMVYLNRPVTLKAGGFFHIGLPLETKTMNQAYSLLALLLNMNQ - : 378
DmelOR71aX2 : ¥NSDWPD--MNCRMRRLVLMFMVYLNRPVTLKAGGFFHIGLPLETKTMNQOAYSLLALLLNMNQ : 363
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---MSFHRYRPRLPGGELAPMPWPVSLYRVLNHVAWPLEAESGRWTVFLDRLMIFLGELVFCEHNEVDFHYLIANRQDMDNMLTGLPTYLILVEMQIRCFQLAWHKDRERA
MRYLPISYHKPLLPNGLHPPIDWQLYGFFCAN--GWPLAAHITKTRYIADIMVTIMQFMSEGMVLIGEAVVMHDNLDNISFVCTVLAPNLILFEMMLRAYNIIYRRNSFRT
———————————————————————————————————— PLAAHITRTRYIADIMVTIMQFMSESMVLIGEAVVMONNLDNISFVCTVLAPNLILFEMMLRAYNITYRRNSERT
MRYLPISYHKPLLPNGRHPPIDWQIYGFLCAN--CWPLAALITKTRYIVDIMVIIMQFMSESMVLIGEAVVMHDNLDNISFVCTVLAPNLILFEMMLRVYNIIYSRNSFRT
——————————————————————————————————————————————————— MVTIAQFMSESMVLIGEGIVMHDNLDNISFVCTVLAPNLILIEMMLRAYNITIYRRSSERK
MRYLPISYHKPLLPNGRHPPIDWQLYGFFCSN--GWPLAAHITKTRYIVDILVTMMQFMSESMVLIGEAVVMYDNLDNISFVCTVLAPNLILFEMMLRAYNIIYKRNSERT
MRYLPSSYHKPLLPNGRHPPIDWQLYGFVCSN--CWPLARDITKTRRIIDMVITAMQFMSESMVLSGETIAMRNNLDDISFVCMVLAPYLILIELMLRAYNIIYKRNSERT
MRYLPSSYHRPLLPNGQYPPIDWQLYGYMGAC--CWPPAINISKWRYIVDAVMIMCQEISECSVLFGEMQLMCASLDDISFVCAILAPFLILFEMMLRAYNIIYKRASERV
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FLQKFYAETYIDESSHPKLYANIOKSLRPIWFYSLLYFSTLSSYVIMPVVNYLNNVKAPLYKMYYPFHITP-NPI¥VAIVLSNIWNVEETV I TMVSGEDNVESEVMERLNGR
FLQKFYATIYIDESSHPKLYANIQKSLRPIWFYSLLYFSTLSSYIIIPIINYLNNVKVPLYKMYYPFDITS-NAIYVAIVLSNINVGETVITMVTGEDNVLSEVMLELNGR
FLONEYAEIYIDQSSHSKLYANIQKRLRPIWFNSLLYFSTLSSYVIMPLINYLNNVKVPLYKMYYPEDITP-NPIYVAIVLSNINVGETVITMVSGEDNILSEVLLELNGR
FLQKFYAEIYIDEVSHPKLHGNMRKRLRPIWFYSFLYFGTLSSYVIMPLINYLKNVKAPLYKMYYPIDIMP-NPIYVAVVLSNINVGETVITMVSGEDNVLSEVMIHLNGR
FLQKEYAEIYIDEPAHPKLYASTQKRLRPIWFYSLLYFSTLSSYVIMPFVNYLNNVKAPLYKMYYPFDITP-NPIYVAVVLSNINVGETVITMVSGEDNILSEVMEELNGR
FLKRYYAEIYIDKPTHPKLYANIQKRLRPIWFYSFLYYSTLFSYVITPLTNYLKNVKAPLFKMYYPFDITP-NPIYVAVVLSNINVGETVISLVAGEDNILSEVMLELNGR
FLKKEYAEVYVDKSSHPKLYANIQORLREPIWFFSALYYMTLSSFFLTLLNNNLNNAKEPLYKMYYPFDITP-HAIYVAIVFSNINVGLIAITTISGEDNLLSEVMLELNGR
LLOREFYAEIYVSEEMEPHLFASIQRQMLATRVNSTVYLLALLNFFLVPVTNVIYHRREMLYKQVYPFDNTQ-LHFFIPLLVLNFWVGE I ITSMLFGELNVMGELMMHLNAR
HIEEFYKKIYIQRTWNPELFEKIRRQQLBTKYSTFTYIITLVTYVYVPVSGLIKNERLVPFPINFGEDYTVPWPRYLVFLTMSMWTGEAVVGPLVAEANILAMQILHLNGR
HIEEFYKKIYIQRTWTPELFEKIRRQQLBTKYSTFTYIITLVTYVYVPVSGLIKKERLVPFPINFGEDYTVPWPRYLVFLTMSMWTGEAVVGPLVAEANILAMQILHLNGR
HIEEFYNKIYIQRSWKPEVFEKIRRQQLRTKYSTFTFIITLVTYVYVPVSGLFKNERLLPFPINFGEDYTVPWPRYLVFLAMSMWTGEAVVGPLIAEANILAMQILELNGR
HIEEFYKKIYVQRTWNEDIUFEQIRRQQLRTKYSTCTYIITLVTYVYVPISGLIKNERLVPFPIRFSEDYTVPWPRYLVFLAMS INTGEAVVGPLVAEPNLLAMQILELNGR
HVEEFYKKIYIQRTWNPELFEKIRRQHLPTKYSTFTYIITLVTYVYVPISGLVKNERLLPFPIKFGEDYTVPWPRYVVFLAMS INTGEAVVGPLIGEANMLAMQILELNGR
HIEEFYKKIYVORTWNPELFEQIRRQHLETKYSTFTYIITLVTYVYVPISGLVKNERLVPFPIQFSEDFTVPWPRYVVFLIMS INTGEAVVGPLVSEANMLAMOILELNGR
HLEEFYKKIYIERSWNPELFEQIRRQQOLBTKYSTSTYIITLVTYFYVRIMGLIHQQRLLPFPVIYKYDYKATFAGYLLFLAMALWTGEAVVGPLIAEANMLAMOILELNAR
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FLLLOOKLRHDAERLLHVVDDRNI- -ADGLRRRITEATEENVRLYKFAEDFEREFSFRIFVNLSFSAGLLCVLGEKVYT-
FLLLOOKLRHDAERLLHVVDDRNI- -ADGLRRRVIEAIEENVRLYKFAEDFEREFSFRIFVNLSFSAGLLCILGEKVYT-
FLLLQOOKLRQDADRLLHIVDERNI- -ADELRRQITEAVEENVRLYKFAEDFEREFSFRLEVSLSFSAGLLCVLGFKVYTNPMA--SFGFIFWICAKIMEMILVGQL
FLLLOOKLRQDAERLLHAADDRNI -ADELRRRIVEAIKENVRLYKFAEDFKLEFSFRLEVNLSFSAGLICVLGEKVYT----
FLLLQOOKLGQDAERLLHAGDDRNI- -ADDLRORIVEAIEENVRLYKFAEDFEREFSFRLEVSLSFSAGLICVLGFKVYTNPMA--SFGFMFWICAKVMEMLLIGQL
FLLLOOKLRONADRLLHNTDGRYI- —-ADALODQITEAIEENVRLYEFAKGFEREFSFRIFVNLSFSAGLLCVLCFKVYTNPMA--SYGFMFWICAKIMEMILVGQL
FLLLQOOKLRDDTKRLLDEANGKNVD: —-ADDLSRQIVEAIRENERLYKFAKEFEREFSFRIFTNLSFSAMLLCALGFKVYTNPMS--SFGFMFWICAKVMEMLLIGQL
YIQLGODLRRSAQMLLKKSSSLNV-—-----— ATAYRLNLTHILRRNAALRDEGORVEKEFTLRIFVMFAFSAGLLCALFFKAFTNPWG--NVAYIVWFLAKFMELLALGML
YSLLLEDLRNISRESIAEHEKCKRK-DNMLVTQRFRYRLYDIIRRNVELNDFAKSMQEQYSFRVEVMLALSATLLCVLGFLTATLGITAQNIRFVSWIIGKVVELLIFGRL
YSLLLEDLRNIAKESIAEHEKCKWK-DNMLITQRFRYRLYDITIRRNVDMNDFAKSMQEQYSFRVEVMLALSATLLCVLGFLTATLGITAQNIRFVSWIIGKVVELLIFGRL
YSLLLDDLRNISRESIVEHKNCKGK-DNMLITQRFRFRLYEIIRRNVELNDFAKSMQKQYSFRVEVMLALSATLLCVLGFLTATLGLTLKNIRFVSWIIGKVVELLIFGRL
YSLLLODLRKISKESIVEHERLKGK-DTLLVTQRFRYRLFEITRRNVELNEFAKSLQEQYSFRVFVMMAMSATLLCVLGFLTATLGLTAQNIRFVSWIIGKVVELLIFGRL
YSLLLQODLRKISRDSIAEHERCKDK-DNMLVTQRFRCRLFEIIRRNVELNDFAKSLQEQYSFRVEVMMALSATLLCVLGFLTA-——————=————————————————————
YSLLLRDLRKIAREAIEEHEKCKGR-DKISVTQRFRYSLFDITRRNVELNEFAKSLODQYSFRVFVMMALSATLLCVLGFLTATLGLTAENIRFVSWIIGKVVELLIFGRL
YTLLLRDLRKIAQNAIEWHAMHKGEGDNVSVTSRFRYGLIDVVRRNVELNKFAESLQEQYSFRVEVMMALSATLLCVLGELTATIGLSTDNIRFVTWIIGKVIELLIFGRL
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——————— VSRLE--=====——mmmmm oo e e mmmmmm—mmmee—— ;297
——————— TNEMSYTFYECNWELVLLKSGDSKANVRLMKTLLLAISTIQKPFVLTGFKYFSVSLTAVLKILOGAGSYFTFLTSMR- 369
GSTVIYETNEMSSTFYECNWELVLLKSGDTKSNVRLMKTLLLALSTSQKPEVLTGFKY FSTSLAAVLKILOGAGSYETFLTSMRK : 402

——————— TNEMSSTFYESNWELVILRSRDTKANVRLMKT LLLAISTNQKPEVLTGFNYFSVSLTAVLKQQLASTNNNIPMADL-- : 368

GSSLIYTTNEISSTFYKSHWELVIQKSSDTNANVRLMKTLLLAITTSQKPFVLTGFNYFSVSLTAVLKILQGAGSYFTFLTSMRK 402
GSTMIYTTNEVSSTFYECNWELVLMKSTDTKANVRLLKTLALAISTSGKPEFVLTGENYFSVSLTAVLKILQGAGSYFTFLTSMR- 401
SSTLIATTNQISSAFYESSWELVIHQOSKDSNANVRLMKLLVLAIGTSQKPFTLSGLNYFSVSLTAVLKILQGAGSYFTFLTSLR- 402
GSILLKTTDELGMMYYTADWEQVIHQSDNVGENVKLMKLVTLAIQLNSRPFFITGLNYFRVSLTAVLKIIQGAFSYFTFLNSMR- 404

GTTLSTTTDKLSTSYYCCDWEDIILHSTNAEENKKLMKLIALATHLNSNPFRLTGLNFSVVNYETVVAIFRGAGSYFTVIYAYR- : 414

GTTLSTTTDKLSTSYYCCDWEDVINHSTNAEENKKLMKLIALATIHLNSNPFRLTGLNFSVVNYETVVTILRGAGSYFTVIYAYR- 380
GTTLSTTTDELSTSYYCCDWEDIILYSTNTEENKKLMKLIALATIHLNSKPFRLTGLNFSVVNYETVVAILRGAGSYFTVIYAYR- 414
GTTLSTTTDELSTSYYCCDWEDVILHSTDAEENKKLMKLIALAVHLNSNPFRLTGLNFSVVNYETVVSILRGAGSYFTVIYAYR- 365
****** TTDELSTSYYCCDWEEVIFHSRDAEENKKIMKLIALAIHLNSKPFRLTGLNFSVVNYETVVSLAFC---—-——-—-—-—---—— 368
GTTLSTTTNDLSTSYYCCDWEEIIFHSADAEENRKTMKLIALAIHLNSNPFQLTGLNFFVVNYETVVSILRGAGSYFTVIYAYR- : 414
GTTLSTTTNELSTSYYSCGWEDVILHSTDAVENAKLMKLMALATHLNSNPFRLSGLAFFYVNYE SILRGAGSYFTVIYAYR- : 415
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~MSSNEEKQKPDISATVHDGCSTCRMQ [FRCIRWHLWFSAMYRLPLERYFPARLRFLAVTLDWTYELFLYSTLL! 1 FEK
M FRCTRWHLWFSAMYRLPLERY FPARLRFLAVTVDWTYELELYLTLL L FEK
~MSSNEEKKKSDYLTTVQQGCPLYG-QRPDMFRLMRWNL.CFAAMYRLPLERY FPACLRLLAT TLDWTYELCEYSTML, L FEK
-MSSNKEQQEPDLTTTVHEGCLTHRIQRRI LIRFI WNLWETAMYRLPLERYFPARLRFLAITLDWTYELFLYSTLL L FEK
-MADEETQKTGIPTTVNKGYPPY ERFMRCNLWFTAMYRLPLERYFPACLOCLAITLDWAYEVELYLTLL L FEK
--MALADRKTPPTDTEHIGCPVYSTQRRDMERFMRWNLWFTAMCRLPLEYYFPTCLRCLANTLDWTYEVELYFTLL L LITKVFEK
ITLDWIYELELYFTLL LIIKIFFK

———————————— MKSTFKEERIKDDSKIRILIVF QTMCIAIMYPFGYYVNGSGVLAVLVRFCDLTY LENYFVS AMKLYFR]
-MSPPSKRNIGLTGSCTNPNGCISNEKRSDLELYVRWLLFFSAIRPTPFDKHLPRRMHGHSVLVNVIWET LIKVTER]
VL LIKVTER]
~MIPPSKRNIDTTERCANPNGCITNEKRCDLEVYVRWLLFSFAVRPIPFDKVLPPSMEGYSALINVVLEIFLHFSVT FIY TKVAERH
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IQPKRVKELMRYLNEECRTR FKESVDLSNMWTTVFLICCYAGVTFWLFVEIFNODRSELRIAI KVBVVYEFIYFLOTVGOLOTAAARGCTSAFYVLIAVIFSEQFDT
IQPKRVKELMCYLNEECRTR FKESVDLSNMWTTVFLICCYAGVTFWLEFVPIFNQODSSLPLA! KVBVVYEFIYFLQTVGQLOIAAAEGCTSAFYVLIAVIFSGQFDT
VKEKRVEELMRYL] KESADLANKCSAVFLIWCYAGVICWLFVPIFNODRSLPLA! KVPVVYEIVYFLQTVGQLQV. GCSSAFYLQVSVLFSGQF!
IQPKRVKGLMRYL] FNESANFSTISTTIFMICCYAGSTFWLFVPIFNQDRSLPLA! KVBIVYELIYFLQTVGQLQT TSAFYLLVSVLFSGQFDI
TKPKRIRELMR IKESTDLANVWTTVFLICCYAGVTFWLFVRIFNQDRSLPLA! KVPVVYEVVYFLQTVGQLOVAGAFGCTSAFYLLVSVLFSGQF
VKBKRVAKLMQYL] KDSVELSKNWISIFLICCYAGVTFWLEVRIFNADRSLPLA! KVBVIYESIYLLQTIGQLQTAGAEGCTSAFYLLACVLFSGQF,
VQAKRLGYLMEYL] TKESAALSNTWITVFMFCCYAGAGFWLFVPIFNQERTLPLA! KVPIVYEIVYLLQVIGQLQIAGAEGCTSSFFLLVSLLFSGQFDI
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--MKEMKYAVFEFYTSVGIEPYTIDSRSKKASLWSHLLFWANVINLSVIVFGEILYLGVAYSDGKEIDAVTVLSY IGEVIVGMSKMFFIWWKKTDLS
-MEKLMKYASFFYTAVGIRPYTNGEESKMNKLIFHIVFWSNVINLSFVGLFESIYVYSAFMDNKELEAVTALSY IGEVTVGMSKMFFIRWKKTAIT
-MSNIIRFEAFLRIPSFFYRSVGVDLWNTNGGP— —~LONAVFYISLFNVNVWLLSELIFAVLMLTKN-FIQATMTLSYAGEVLVGSIKMYFMWRKKAEMT
-MSNIIRFEAFLRIPSFEYRSVGIDLWNTNGGS-----LQSAVFYISLFNVNVWLLSELIFAVLMFTKN-FIQATMTLSYAGEVLVGSIKMYFMWRKKAEMT
ffffffffff MPNVISFEAFLRIPSFFYRSVEGVDLWNTNGGP- ~LONAVFYFGLINLNIWLLSELIFSVLMVSKN-FIQATMTLSYAGEVLVGT IKMFYMRRKKAEMT
MAPLRVCPSIMSKIIRFEAFLRIPNFFYRSVGVDLWNTDGGP-----LODAVFYFGLLNVNVWLLSELVFAVLMVSKN-FIQATMTLSYAGEVLVGS IKMYFMWRKKAEMK
-MCENIESFEAFLRIPSFEYRSVEVDLWNTNGGS-----IQRFIFYFGFLNVNLWLLSELIFAIITVSEN-FIQATMTLSYAGFVLVGS IKMYFMWRKKTEMT
-MPDTIRFESFLRLPNFLYRSVGIDLWGTHGGL— -LOQALFYLCIINVNIWLISEVILALMIFGKN-IVQATMTLSYAGEVLVGFIKLYYMWRKKQELT
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Supplemental figure 3-26 The alignment of OR85e
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MSVQPQQOPQQQQ----LDSAHAFRY LIWLNWRL IGMHPTRRHRLPY Y I¥SACINISLGLFLPATMIAKLEFIENESQLIGLEYLGVTETMAT
MSVOLOQOSQQQQ----LDSAHAFRYLIWLNWRLIGMHPTRRHRLPYYI¥SAFINISLGVFLPATMIAKLEFIENLSQLIGLLYLGVTLTMAT
MSVQLOEQ-QKQQ----IDSAHAFRYLWLNWRLIGMHPTRRHRLPYYIYSACINISLGIFLPATMIAKLEFIENLSQLIGLLYLGVTLTMAT
MSAVOPQOOQQQQHAAASLHS SHAFRYLIWLNWRL I GMEPTRRHRLPY Y I¥SGCINISLGVFLPATMIAKLEFIENLSQLIGLLYLGVTLTMAT
MHPTRRHRWPYYIYSACINISLGIFLPATMIAKLEFIENLSQLIGLLYLGVTLTMAT
MSALLQVTDTGAP----INSARAFRYLWLNWRL IGMHPTRRHRCLYLAYSASINSVFGILLPATMIAKLCFIENLPQLIGLLYLGVTLTMAT
- MNNK-QDAVGRLDSSDALRYVWLFWRITGIHPTAKYRGIYWLYSLLLNISSSVLFIAFYVVTFEISTDLLETLTNLSVMVPLIYTS
MANQ-PHSATRLDSSDALRY INLFWRITGIHPVKKHRYIYYIYSLLLNFTSTVLFISFYVVTLEISNGLLEILTNLSVMVPLIYSS
MTKQEQATPTRLDSGDATRYVIWLFWS I IGIHPFKKHRTLYWLYSVLLNFCCSAFFIAFYAVTFEVVSDLLEILANLSVMVPLIYNT
-KHKPLHATT-TLDTTEAFKYIWFCWRLFGMHRDLYERRFNWVYLIVLNLYCGVIYPMLYVASFFASIELSQKLANISVAVPIIYTF
-KHKPLHATT-TLDTTEAFKYIWSCWRLFGMHRDLYERRLNWIYLILLNLYCGVIYPMLYICSFETPMDLSQKLANISVAVPIIYTF
NLQAIVNNFTIFQLTILHPGENTSKMSHKPLLTAT-TLDTKEAFSYIWYCWGFFGMYBDLYERRLNWI¥LILLNLYCGVIYPLLYIGSLLTPMDLNQKLANISVAVPILYTL

--MSIKQISLD-------— DQRLMSSSQTTLSSPSPKLDTHDALRYIWLCWRYLGMLPFMQSSYIYYAYSVLIIFYGAILFRLFYVISLEVHIDFADRLANLSVALPLLYTT
1d a y w wr gmhp r y Ys n P £ 1 1 v 1
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AKQWSLWLHR-PKLLAVNYYLAKLDVRCMRHAVDRQHIRTAIRICHLYYAGYMFVYELSSSGFAYIGFSLRQLVYDGWFPQLYADAAQNLTVTLIYONFAVMTFFVLQONVNN
AKQWSLWLHR-PKLLAVNYYLAKLDVRCMRHAVDRQHILTAIRICHLYYAGYMFVYELSSSGFAYIGFSLRQLVYDGWFPQLYADAAQNLTLTLIYONFAVMTFFVLQNVNN
AKQWSLWLHR-SKLLAVNYYLSKLDVRCMTHAVDRQHILTAIRICHLYYAGYMFVYELSSSGFAYIGFSLRQLVYDGWFPQLYADAAQNLTVTLIYONEAVMTFFVLQONVNN
AKQWSLWLHR-SKLLAVNQYLDKLDARCMPHAVDRQHIRTAIRICHLYYAGYMFVYELCSSGFAYIGFTLRQLVYDGWFPQFYADEATNLTVTLIYONFAVMSFFVLQONVNN
TEQWSLWLHR-SQLLAVHYYLGKLDARCMRHAVDRQHILTAIRICHLYYAAYMFLYELSSSGFAYIGFKLRQLVYDGWFPQFYADAAQNLTVTLIYQNFAVMTFFVLONVNN
AKQFSLWLHR-SKLLDVNLYLAKLDARCNHHAVDRQHLLWAIRICHFYYVAYMFVYELSSSGFAYIGFSLRQLVYDAWFPKLYEDADKNLTITLIYONFAVMTFFVLONVNN
TEHLVVFYHIRGKLPQAAFHLQALDRRVELEPAACEHLRRLVQRCHRIFLAALAGIGVCLALYALVGIARHKLPFEGWLEFDWEHSLNAYILACAYQLFCLS-VQSIYALCS
TEHFVVFYHIRGELPKAALHLQALDRRVELEPVACTHLKRLVQRCHKIYLAALAGIVVCLALYALVGILRHKLPFEGWLEFDWEHSLNAYILACAFQLFCLS-VQSIYALCN
AKQLVIFYHIRRTLPQAALHLHALDRRAEQEPAAREQLKRLVQLSHRIFLTALTGIGICLTLYAMGGILRHRLPFDGWLPLDWEHSVGAYVAACAYQLECLI-VQCIAALCN
GEHVVIVYYTREDLPKALAQLKALDRLAESRPEDCAYMOKMVKNCHLVFFVSFVSFWFALLSYGVLEVLRHKLPFEGWVRBFDWTSSEAAYVGACVIQLIGLI-IETTNAICC
GKHVVIVYYIREDLPKALAQLKALDRLAESRPEDRAYMOKMVKNCHLVFFVSFVSFWFALLSYGVLEI FREKLPFEGWVEFDNTRSEAAYVGACATQLIGLG-IETTTAICC
GKHVIIVYYLRKDLPKALRQLOALDRLAERRPKDREYMKRMVKNCHWIFLASSVSFWFALLSYGVLEMFRHKLPFEGWVEFDWQRTEFAYVCACALOLEGLG-IETTNAICC
AKQATIFYYIQGDLOKAAHHLEAMDRRAEGHIEDCAYLKRTVRYCHRIFIVNYAGFWLALLYVYGLLEVMSHKL PFEGHLEFDWQHSRGAY TLACT LOMECEC-SQVTNAVCT
K L L 1D r d cH g L oW P o f
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DMYPOCYLAVMIGHLRALTARISRIGK--DGVLSAEENISELINCIEDHKNLLGYFACIRPVISRTIFMOFGITAFVLCLTAVNYVAFERDAAQMLIAATYIFAVLIEALPC
DMYPQOCYLAVMIGHLRALTARISRIGK--DGVLSAEENISELVNCIEDHKNLLSYFACIRPVISRTIFMOFGITAFVLCLTAVNYVAFERDAAQMLIAATYIFAVLIEALPC
DMYPQCYLAVMIGHLRALTARISRIGK--DGVLSVEQNIAELTNCIEDHKNLLGYFACIRPVISRT IFMOFGITAFVLCLTAVNYVAFERDAAQMLIAATYIFAILIEALPC
DMYPQCYLAMMIGHLRALTARISRIGK--DGVLSEDENIAELTNCIEDHKNLLGYFACIRPVISRTIFMOFGITAFVLCLTAVNYVAFERDAAQMLIAATYIFAVLIEALPC
DMYPQCYLAILIGHLRALTARISRIGK--DGVLNVDENIEELTNCVEDHKNLLGYFNCIRPVISRTIFIQFAITAFVLCLTAVNYVAFERDAAQKLIAATYIFAVLIEALPC
DMYPQCYLAVMIGHMRALSARISRVGK--DGALSVEDNIEELKNCIEDHKNLLSYFACIRPVISRTIFMOFGITAFVLCLTAVKYVAFGVDTAQMLIAITYIFAVLIEALPC
DTYSIIYLLLLVAHLRILNARIARIGGACAAQCGEVANYQQLADCVRDHWECM---KCISPTIAATIFVOFLSTAFALCTAAVAFVNADSSVEQLMKFLPYLLVVLCEIARPC
DI¥SIVYLLLLVAHLRILNARIARIGGVCAEQHSELANYQQLAACVRDHWECV---KCISPATAATIFIQFISTALALCTAAVAFVNADSIGEQLIKFLPYILVVLCEIARPC
DTYTVI¥YLLLLATHLRILNARIASLG HGECTEVENYRQLAACVRDHWACMNFYNSIRPATAATLFIQFFSTAITLCTSAVAFVNAEDSVAQLFKFLPHLLVVVCEILRPC
DTYPVTYLILLVAHLRVLNGRIERVGS--AGAASDAESYRELVACVEYHKECMSYYNSLRPTLSGIYFIQFLSTGLGLSMPATAFVGGNFSFSHVIKFLIIFGVILIEVARC
DTYAVTYLILLVAHLRVLNGRIERVGS--AGATSDAESYRELVACVEYHKECMSYYNSLRPTLSGIYFIQFLSTGLGLSMPATAFVGGNFSFSHVIKFLIIFGATITEVARC
DTYAVTYLVLLVAHLRILNRRIARAGN--TGDGSDAENYRELVACVEYHKECISYYNSIRPTLSGTCEFIQFLSTGLGLSMPATAFVGGSFSFSHVIKFLIIFGATITEVARC
DTYSVTY¥LALLVAHLRVLNARIERIGN--CNTRTETDLYGELTIACVODHRECMCYYNCIRPATSGTLEVOFLSTALGLCAPATAFVGGDFDLFQLLKFIIFFFATITEVARC
DY YL HIR L aRI r G g n eL C dH y irP is t F QF Ta Lc A v q iE PC

340 350 360 370 380 390 400
CWYVNSLMEECAQLTTALYNCQWYDONRRFRKMLIIFMORSQRTMVLMAGDLVPITLOTFLNIIKFSFS-

: 385
: 385
: 384
: 390
: 367
@ 385
@ 332
: 384
: 386

CWLMDEAALEMLKLTNALFSCCCSDGN--
CWLMDEAALEMFKLTNALFSCCWYEQNLRFRRSLITIFMORSQKVEQILAGKIFPVSLVIFIKILKLAFS-

390
388
412
CWFMDEVMAEMRQLITALFSCSWYEQSPRERRDLITIFMORSQKEDKIIAGNITAVSLETERSVSENLC : 391
cw E LT a Cwygn fr liifmgrsg ag p 1 tfnik s t

Supplemental figure 3-30 The alignment of OR2

88
87
93
57
88
85
85
86
90
88
111
102

199
199
198
204
168
199
196
196
197
201
199
222
213

309
309
308
314
278
309
305
305
306
311
309
332
323



BdorOR3-2-5
BdorOR3-2-6
BdorOR3-2-2
BdorOR3-2-4
BlatOR3-2-4
BdorOR3-2-3
BlatOR3-2-3
BoleOR3-2-2
BcucOR3-2X1
BcucOR3-2X2
BdorOR3-2-1
BoleOR3-2-1
BminOR3-2

RzepOR3-2

BdorOR3-1-1
BlatOR3-1

BdorOR3-1-2
BoleOR3-1

BcucOR3-1

BminOR3-1

RzepOR3-1

CcapOR3-1-1
CcapOR3-1-2
CcapOR3-1-3

BdorOR3-2-5
BdorOR3-2-6
BdorOR3-2-2
BdorOR3-2-4
BlatOR3-2-4
BdorOR3-2-3
BlatOR3-2-3
BoleOR3-2-2
BcucOR3-2X1
BcucOR3-2X2
BdorOR3-2-1
BoleOR3-2-1
BminOR3-2

RzepOR3-2

BdorOR3-1-1
BlatOR3-1

BdorOR3-1-2
BoleOR3-1

BcucOR3-1

BminOR3-1

RzepOR3-1

CcapOR3-1-1
CcapOR3-1-2
CcapOR3-1-3

BdorOR3-2-5
BdorOR3-2-6
BdorOR3-2-2
BdorOR3-2-4
BlatOR3-2-4
BdorOR3-2-3
BlatOR3-2-3
BoleOR3-2-2
BcucOR3-2X1
BcucOR3-2X2
BdorOR3-2-1
BoleOR3-2-1
BminOR3-2

RzepOR3-2

BdorOR3-1-1
BlatOR3-1

BdorOR3-1-2
BoleOR3-1

BcucOR3-1

BminOR3-1

RzepOR3-1

CcapOR3-1-1
CcapOR3-1-2
CcapOR3-1-3

BdorOR3-2-5
BdorOR3-2-6
BdorOR3-2-2
BdorOR3-2-4
BlatOR3-2-4
BdorOR3-2-3
BlatOR3-2-3
BoleOR3-2-2
BcucOR3-2X1
BcucOR3-2X2
BdorOR3-2-1
BoleOR3-2-1
BminOR3-2

RzepOR3-2

BdorOR3-1-1
BlatOR3-1

BdorOR3-1-2
BoleOR3-1

BcucOR3-1

BminOR3-1

RzepOR3-1

CcapOR3-1-1
CcapOR3-1-2
CcapOR3-1-3

10 20 30 40 50 60 70 80 90 100 110
—~MTSYENLPLYAVNVKVFVKVGLINSTDWTKGLLFFLILIVAYVGQIINLCKSWNEDIGETTMNFHCFLFVTHCLIRLWIVVKKKNKEERFEQCVEQWHR -
—~MTNYENLPLYAENVKVFVKAGFIDSNGLAKGILFCLMLIITYVGAIINLCKTWNEDIGETTMNFHCFLLVTHCLIRFCIVVKKKNKEERFEQCVEQWHR -
—~MTNYENLPLYAVNVKVFVKVGLIDSTGWTKGLLFCLILIITYVGAIINMCKTWYEDIGETTMNFHRLLLITHCLIRFCIIVKKKNKFEERFEQCIEQWHR-

MTSYENLPLYAVNVKVEVKVGLIDSIGWTKRFLFCLIPIITYVGQITHIFKSWNEDMGETSMNLHILLLKTHCLIRLWLMVKKPKDFERFFQCVEQWYR~
~MTNYENLPLYGVNVKIFVKLGLIDSIGWTKRFLVCLIPIITYVGQITHIFKSWDDDIGEMSMNLHILLFTTHSIVRLWLMVTKPKDEERFELCVEQWY T~
~MTSYENLPLYLMNVKVFVKMGLIDSSGWIKRFLYGLILITSFVGQMINVSKTWSEDIGDTSMNFYCLLLVTHCLIRFSIVVKKAEKFERFEQCIKQWYT -
~MTSYENLPLYLMNVKVFVKMGLIDSSGWIKRFLYGLILIISFVGQMINFCKTWSEDIGDTSMNFYCLLLVTHCLIRFFIVVKKAHKFEWFELCIKQWYT-
~MTNYENLPLYAMNVKVFVKLGLIDSSDWTKRFLFSLILVITLVGLVVNMFKTWDEDIGETSMNIHKLLALTHCSTRCCIMVKKAKKFERLEQSTIEQWYR-
MASYQNLPLYSVNIKAFVKLGLIESNNSTRRFLLGITIIIVTYIGQLTNMFRTWDVDIGETGMNFHVLALVTHYLLRFITIIVRKEKKFERLFQGIEPWY T~
-MASYQNLPLYSVNIKAFVKLGLIESNNSTRRFLLGITIIIVTYIGQLTNMFRTWDVDIGETGMNFHVLALVTHYLLRFITIIVRKEKKFERLEQGIEPWY T~
~MONYKNLPLYSVNVKIFLQLGLIGRSTQTKQILLAFVPVATYLGQIINLYKTWGGVIGETGMNFYMLAHITHCLVRLLMVVRNNEREMCFLOSTDRWYE -
~MONYKNLPLYSINVKIFLQLGLIGPSTRAKQILLAFVPVTTYLGQIINLYKTWSDDIGETGLNFYMLALVTHCLL:
~MTSYQNMPLYSVNIKIFLKLGLIGSGARTMRVLLGLVLILTYSGQLINFCKTWNEDIGESGMNFHVVALIMHSVVRFFVVLKKAKKFERFEQRTEQWF T~
MLDYQNLELFSVNAKIFLKLRIIGTRSKKRQLLVALEPVLSIFGQILHLFMTRNESISETGLNFFFMAVVLNLVVRLFIVIHNGDKEVRLLRLVANWYH-
---MRRIGYFDQHR--LAWLYLISPIFLCLTAYYRTYVIRN-DFDEVIVNLFKISGATTTTVRAFIVMYKAKKFLSFFESIDEWYQGLQVRF
MYKAKKFLSFFESIDEWYQ------
-MTIGRAFIVMCKSKKFLNFFESVDEWYQELHVRF
——————— MHYCGELFNWSLAFMRRVGYFDOHR--LAGLFLISPIFLCLTAYYRTYVIRN-DFDEVIVNLFKISGATVTTARTFIVMYKAQKFLNFFESIDKWYQELQVLF

—————— - - —————— MYKSQAFLDFEVFVEKWYE-
-MKRVGYFDQHR--LASCLLTVPIFICVSSAYRTYIIRN-DFDEVTISLFKISGAYVTTARSLIVMYKAQEFLNFEDGIDRWYQ—-
-MYFCEQLYNINLVYMKRVGSLGDPK--RALFMLAMPTFCCFATIYRIYQIWH-NFDEVVANFFKVSGMITITIRTFMVLSKOKKELDFENDIDNWYH-
-MLYSEEIYNWNLVFMRSIGYLGNRR--RAYFLLSLPVLICFGAIYGTYKMWS-DFDKVIINLFKTSGLLTVTLRSFVIIQKEKKLYDFEDYISQLYR-
MATERKSMPNVERLFNWNLEAWTRLGY LDKRKRLLACTIISAPIVVSMFVMPTFFMGVN-TFEQHIYNFYMIIVTSSSVARAILIIIKQRKILDLLNDMENWEV -
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Supplemental figure 3-37  The alignment of OR9
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Supplemental figure 3-38  The alignment of ORCO
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