Table 4. Analysis of representative sequences of 588 OTUs from all 4 endophytic bacterial 16S rDNA libraries by using the Seqmatch program of RDP.

	Representative sequence
	No. of clones
	Distribution of clones
	
	RDP Seqmatch(Query Submit Date:Sun Jul 07 22:45:31 EDT 2013)
	
	The best BLASTn matches

	
	
	LC-An
	LC-Aa
	LS-Aa
	LS-Ah
	
	similarity score
	S_ab score
	unique common oligomers
	Phylum
	Taxon
	Accession no
	
	Phylum
	Taxon
	Accession no
	Score
	Coverage
	Identity (%)
	E-value

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	JR6-1A10 
	2
	1
	0
	0
	1
	
	0.96
	0.807
	362
	Proteobacteria
	Amazonian soil bacterium P48
	AF083606
	
	Proteobacteria
	Dokdonella koreensis
	EF589679
	1118
	100%
	96%
	0

	JR6-1A2 
	1
	0
	0
	0
	1
	
	0.994
	0.957
	376
	Proteobacteria
	Bradyrhizobium sp.
	AF146826
	
	Proteobacteria
	Bradyrhizobium elkanii
	AB513451
	1168
	100%
	97%
	0

	JR6-1A4 
	2
	0
	0
	1
	1
	
	0.981
	0.943
	1369
	Proteobacteria
	bacterium Ellin6067
	AY234719
	
	
	
	
	
	
	
	

	JR6-1A6 
	1
	0
	0
	0
	1
	
	0.96
	0.816
	408
	Proteobacteria
	Burkholderia sp. 
	DQ195911
	
	Proteobacteria
	bacterium Ellin6095
	AY234747
	1110
	99%
	96%
	0

	JR6-1A7 
	1
	0
	0
	0
	1
	
	0.912
	0.679
	648
	unidentified bacterium
	
	EF606294
	
	Bacteroidetes
	Sphingobacteriaceae bacterium
	EU370954
	824
	100%
	89%
	0

	JR6-1A9 
	1
	0
	0
	0
	1
	
	0.876
	0.513
	1360
	unidentified bacterium
	
	AY344412
	
	Planctomycetes
	Phycisphaera mikurensis
	NR_074491
	675
	99%
	84%
	0

	JR6-1B11 
	1
	0
	0
	0
	1
	
	0.936
	0.7
	1379
	Proteobacteria
	Dongia mobilis 
	FJ455532
	
	
	
	
	
	
	
	

	JR6-1B12 
	1
	0
	0
	0
	1
	
	0.978
	0.86
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1B4 
	1
	0
	0
	0
	1
	
	0.991
	0.977
	1374
	Proteobacteria
	Azohydromonas australica
	AB681806
	
	
	
	
	
	
	
	

	JR6-1B8 
	1
	0
	0
	0
	1
	
	0.943
	0.771
	658
	unidentified bacterium
	
	EF606649
	
	Proteobacteria
	Rhizobium leguminosarum
	EF054884
	953
	100%
	92%
	0

	JR6-1B9 
	2
	0
	0
	1
	1
	
	1
	0.94
	451
	Proteobacteria
	beta proteobacterium
	EU180532
	
	Proteobacteria
	Variovorax sp.
	D84617
	1188
	100%
	98%
	0

	JR6-1C11 
	1
	0
	0
	0
	1
	
	0.991
	0.929
	1394
	Proteobacteria
	Aquincola tertiaricarbonis
	JX094174
	
	
	
	
	
	
	
	

	JR6-1C4 
	1
	0
	0
	0
	1
	
	0.998
	0.965
	428
	Proteobacteria
	Sphingomonas sp. 
	EU780173
	
	Proteobacteria
	Novosphingobium rosa
	AB680810
	1114
	100%
	96%
	0

	JR6-1C9 
	1
	0
	0
	0
	1
	
	0.973
	0.866
	449
	Proteobacteria
	Roseateles sp.
	DQ195879
	
	Proteobacteria
	Roseateles terrae
	NR_042616
	1070
	87%
	99%
	0

	JR6-1D1 
	1
	0
	0
	0
	1
	
	0.969
	0.812
	1393
	Proteobacteria
	Legionella jordanis
	EF036512
	
	
	
	
	
	
	
	

	JR6-1D3 
	1
	0
	0
	0
	1
	
	0.979
	0.878
	303
	Proteobacteria
	Pantoea agglomerans
	AJ010097
	
	Proteobacteria
	Pantoea sp.
	JF753489
	1037
	91%
	96%
	0

	JR6-1D4 
	1
	0
	0
	0
	1
	
	0.991
	0.942
	1394
	Bacteroidetes
	Sphingobacteria bacterium 
	FR774778
	
	
	
	
	
	
	
	

	JR6-1D6 
	1
	0
	0
	0
	1
	
	0.937
	0.712
	469
	Proteobacteria
	Burkholderiaceae bacterium
	EF027816
	
	Proteobacteria
	Burkholderia sp.
	AB591835
	959
	100%
	92%
	0

	JR6-1E10 
	1
	0
	0
	0
	1
	
	0.997
	0.957
	1359
	Proteobacteria
	alpha proteobacterium
	EU180509
	
	
	
	
	
	
	
	

	JR6-1E12 
	2
	0
	0
	1
	1
	
	0.952
	0.737
	658
	unidentified bacterium
	
	EF606153
	
	Proteobacteria
	Polyangium thaxteri
	AJ233943
	950
	100%
	91%
	0

	JR6-1E5 
	6
	3
	0
	2
	1
	
	1
	1
	1355
	Proteobacteria
	Mesorhizobium sp.
	AJ295082
	
	
	
	
	
	
	
	

	JR6-1E8 
	2
	1
	0
	0
	1
	
	0.995
	0.992
	599
	Proteobacteria
	Sphingomonas sp.
	EU780196
	
	Proteobacteria
	Novosphingobium rosa
	AB680810
	1253
	100%
	99%
	0

	JR6-1E9 
	1
	0
	0
	0
	1
	
	0.921
	0.644
	368
	Proteobacteria
	Ferrimonas balearica
	EF469511
	
	Proteobacteria
	Legionella-like amoebal pathogen
	EF492067
	905
	100%
	90%
	0

	JR6-1F12 
	4
	1
	0
	2
	1
	
	0.998
	0.989
	1370
	Actinobacteria
	Dactylosporangium sp. 
	GQ924497
	
	
	
	
	
	
	
	

	JR6-1F3 
	1
	0
	0
	0
	1
	
	0.984
	0.923
	1373
	Bacteroidetes
	Tuber borchii symbiont b-17BO
	AF070444
	
	
	
	
	
	
	
	

	JR6-1F6 
	6
	1
	0
	1
	4
	
	0.972
	0.865
	1374
	Bacteroidetes
	Niastella populi
	AB682649
	
	
	
	
	
	
	
	

	JR6-1F8 
	1
	0
	0
	0
	1
	
	0.972
	0.842
	1363
	Proteobacteria
	alpha proteobacterium
	DQ123621
	
	Proteobacteria
	Bradyrhizobiaceae bacterium
	HF970589
	1171
	100%
	97%
	0

	JR6-1G4 
	6
	1
	1
	0
	4
	
	0.896
	0.637
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1G6 
	1
	0
	0
	0
	1
	
	0.938
	0.705
	1378
	TM7 phylum sp. oral taxon 348
	GQ422738
	
	
	
	
	
	
	
	

	JR6-1H1 
	2
	0
	0
	1
	1
	
	0.949
	0.822
	388
	Proteobacteria
	Rhizobiales bacterium
	FJ477671
	
	Proteobacteria
	alpha proteobacterium
	FJ711201
	1062
	100%
	94%
	0

	JR6-1H10 
	1
	0
	0
	0
	1
	
	0.973
	0.87
	1322
	Proteobacteria
	Sphingomonas sp.
	JF309146
	
	
	
	
	
	
	
	

	JR6-1H4 
	1
	0
	0
	0
	1
	
	0.912
	0.696
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1H9 
	1
	0
	0
	0
	1
	
	0.923
	0.717
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1I1 
	3
	0
	0
	0
	3
	
	0.927
	0.735
	1256
	Chloroflexi
	Eikelboom Type 1851 Ben52
	AY063760
	
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	887
	100%
	90%
	0

	JR6-1I10 
	12
	2
	5
	1
	4
	
	0.961
	0.829
	1362
	Proteobacteria
	Hyphomicrobium sp. 
	FJ711209
	
	
	
	
	
	
	
	

	JR6-1I3 
	2
	0
	0
	0
	2
	
	0.893
	0.607
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1I7 
	7
	0
	0
	1
	6
	
	0.922
	0.754
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-1J10 
	14
	0
	0
	0
	14
	
	0.998
	0.948
	1270
	Proteobacteria
	Rhizobium taibaishanense
	HM776996
	
	
	
	
	
	
	
	

	JR6-1J4 
	1
	0
	0
	0
	1
	
	0.917
	0.693
	1409
	Proteobacteria
	Legionella santicrucis
	HF558374
	
	
	
	
	
	
	
	

	JR6-1J7 
	4
	0
	0
	1
	3
	
	0.984
	0.97
	1359
	Actinobacteria
	Mycobacterium sp. 
	AB009578
	
	
	
	
	
	
	
	

	JR6-1J9 
	2
	0
	0
	0
	2
	
	0.99
	0.885
	650
	unidentified bacterium
	
	EF606358
	
	Proteobacteria
	Sorangiineae bacterium
	GU249613
	885
	100%
	90%
	0

	JR6-1K10 
	17
	0
	0
	1
	16
	
	0.976
	0.873
	792
	unidentified bacterium
	
	FJ662637
	
	Bacteroidetes
	Niastella koreensis
	NR_074595
	1162
	100%
	97%
	0

	JR6-1K2 
	2
	0
	0
	0
	2
	
	0.992
	0.952
	1365
	Proteobacteria
	Pleomorphomonas oryzae
	AB159681
	
	
	
	
	
	
	
	

	JR6-1K5 
	1
	0
	0
	0
	1
	
	0.98
	0.888
	1389
	Bacteroidetes
	Ferruginibacter alkalilentus
	FJ177530
	
	
	
	
	
	
	
	

	JR6-1K7 
	3
	0
	0
	1
	2
	
	0.857
	0.546
	1286
	Chloroflexi
	Chloronema giganteum
	AF345825
	
	Chloroflexi
	Oscillochloris sp.
	AF146831 
	732
	100%
	86%
	0

	JR6-1L11 
	1
	0
	0
	0
	1
	
	0.957
	0.754
	1369
	Proteobacteria
	Burkholderia sp.
	AJ971353
	
	
	
	
	
	
	
	

	JR6-1L2 
	1
	0
	0
	0
	1
	
	0.967
	0.802
	646
	unidentified bacterium
	
	EF606646
	
	Actinobacteria
	Ilumatobacter nonamiensis
	AB360345
	1040
	100%
	94%
	0

	JR6-1L4 
	2
	0
	0
	0
	2
	
	0.972
	0.847
	1372
	Proteobacteria
	Caulobacter fusiformis
	AJ227759
	
	
	
	
	
	
	
	

	JR6-1L7 
	1
	0
	0
	0
	1
	
	0.998
	0.954
	1270
	Proteobacteria
	Sphingomonas sp.
	JQ608325
	
	
	
	
	
	
	
	

	JR6-1M3 
	1
	0
	0
	0
	1
	
	0.989
	0.94
	1375
	Proteobacteria
	Methylobacterium aerolatum
	AB698711
	
	
	
	
	
	
	
	

	JR6-5N1 
	2
	0
	0
	0
	2
	
	0.954
	0.827
	649
	unidentified bacterium
	
	EF606559
	
	Proteobacteria
	gamma proteobacterium
	FN554396 
	1101
	100%
	95%
	0

	JR6-5N10 
	1
	0
	0
	0
	1
	
	1
	0.925
	227
	Proteobacteria
	Agrobacterium tumefaciens
	AB186115
	
	Proteobacteria
	Bradyrhizobium sp.
	HE576468
	1094
	100%
	95%
	0

	JR6-5N4 
	2
	0
	0
	1
	1
	
	1
	0.996
	1355
	Actinobacteria
	Arthrobacter sp.
	AB017649
	
	
	
	
	
	
	
	

	JR6-5N5 
	1
	0
	0
	0
	1
	
	0.997
	0.98
	356
	Actinobacteria
	Arthrobacter sp.
	EU111723
	
	Actinobacteria
	Arthrobacter oxydans
	HF952664
	1138
	100%
	96%
	0

	JR6-5N6 
	1
	0
	0
	0
	1
	
	0.946
	0.692
	636
	unidentified bacterium
	
	EF606282
	
	Bacteroidetes
	Mucilaginibacter sp.
	GQ144415
	867
	97%
	90%
	0

	JR6-5O11 
	1
	0
	0
	0
	1
	
	0.984
	0.922
	1332
	Proteobacteria
	Sphingopyxis sp.
	HE648058
	
	
	
	
	
	
	
	

	JR6-5O12 
	1
	0
	0
	0
	1
	
	0.876
	0.547
	1286
	Chloroflexi
	Chloronema giganteum
	AF345825
	
	Chloroflexi
	Chloronema giganteum
	AF345825
	763
	100%
	87%
	

	JR6-5O3 
	4
	1
	0
	1
	2
	
	0.931
	0.737
	1281
	Proteobacteria
	Hyphomicrobium sp. 
	HM124367
	
	Proteobacteria
	Kaistia sp.
	AM409363
	1024
	100%
	93%
	0

	JR6-5O6 
	3
	0
	0
	0
	3
	
	0.939
	0.76
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	JR6-5O8 
	1
	0
	0
	0
	1
	
	1
	1
	303
	Proteobacteria
	Pantoea agglomerans
	AJ010097
	
	Proteobacteria
	Leclercia adecarboxylata
	HQ242723
	1279
	100%
	100%
	0

	JR6-5P3 
	1
	0
	0
	0
	1
	
	0.986
	0.964
	1437
	Proteobacteria
	bacterium SG-3
	AF548381
	
	
	
	
	
	
	
	

	JR6-5P4 
	1
	0
	0
	0
	1
	
	0.988
	0.912
	1367
	Proteobacteria
	Bauldia consociata
	FJ560750
	
	
	
	
	
	
	
	

	JR6-5P5 
	1
	0
	0
	0
	1
	
	0.966
	0.882
	1406
	Bacteroidetes
	Terrimonas sp.
	JF834159
	
	
	
	
	
	
	
	

	JR6-5P8 
	3
	1
	0
	1
	1
	
	0.994
	0.979
	1348
	Proteobacteria
	Kaistobacter terrae
	AB258386
	
	
	
	
	
	
	
	

	JR6-5Q2 
	2
	0
	0
	1
	1
	
	1
	1
	1355
	Bacteroidetes
	Ohtaekwangia kribbensis
	GU117703
	
	
	
	
	
	
	
	

	JR6-5Q7 
	11
	1
	0
	0
	10
	
	0.936
	0.741
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-5Q8 
	1
	0
	0
	0
	1
	
	0.958
	0.812
	1426
	Bacteroidetes
	Niastella koreensis
	CP003178
	
	
	
	
	
	
	
	

	JR6-5R10 
	4
	0
	1
	0
	3
	
	0.902
	0.64
	1322
	Chloroflexi
	bacterium Ellin6519
	HM748667
	
	
	
	
	
	
	
	

	JR6-5R11 
	1
	0
	0
	0
	1
	
	0.988
	0.936
	1316
	Proteobacteria
	Sphingomonas sp. 
	GQ896510
	
	
	
	
	
	
	
	

	JR6-5R2 
	1
	0
	0
	0
	1
	
	0.975
	0.896
	1355
	Bacteroidetes
	Ohtaekwangia koreensis
	GU117702
	
	
	
	
	
	
	
	

	JR6-5R3 
	2
	0
	0
	0
	2
	
	0.963
	0.836
	1394
	Bacteroidetes
	Sphingobacteria bacterium
	FR774778
	
	
	
	
	
	
	
	

	JR6-5R4 
	1
	0
	0
	0
	1
	
	0.934
	0.76
	1293
	Proteobacteria
	Sphingomonas sp.
	FN668007
	
	
	
	
	
	
	
	

	JR6-5R5 
	1
	0
	0
	0
	1
	
	0.998
	0.991
	1338
	Proteobacteria
	Rhizobium sp.
	KC236648
	
	
	
	
	
	
	
	

	JR6-5R6 
	3
	0
	0
	0
	3
	
	0.966
	0.839
	1370
	Proteobacteria
	gamma proteobacterium
	AB174845
	
	Proteobacteria
	Steroidobacter sp.
	AB548216
	1151
	100%
	97%
	0

	JR6-5R7 
	1
	0
	0
	0
	1
	
	0.894
	0.635
	1404
	Deinococcus-Thermus
	Deinococcus maricopensis
	CP002454
	
	
	
	
	
	
	
	

	JR6-5R8 
	1
	0
	0
	0
	1
	
	0.958
	0.828
	1355
	Bacteroidetes
	Ohtaekwangia kribbensis
	GU117703
	
	
	
	
	
	
	
	

	JR6-5R9 
	1
	0
	0
	0
	1
	
	0.963
	0.865
	1409
	Proteobacteria
	Stigmatella koreensis
	EF112185
	
	
	
	
	
	
	
	

	JR6-5S10 
	2
	0
	0
	0
	2
	
	0.937
	0.77
	1281
	Chloroflexi
	Oscillochloris sp.
	AF146831
	
	
	
	
	
	
	
	

	JR6-5S11 
	5
	0
	1
	2
	2
	
	0.998
	0.959
	1233
	Bacteroidetes
	Bacteroidetes bacterium
	FN554384
	
	
	
	
	
	
	
	

	JR6-5S12 
	1
	0
	0
	0
	1
	
	0.973
	0.898
	1390
	Bacteroidetes
	Spirosoma linguale
	CP001769
	
	
	
	
	
	
	
	

	JR6-5S2 
	1
	0
	0
	0
	1
	
	0.98
	0.881
	637
	unidentified bacterium
	
	EF606257
	
	bacterium TG159
	AB308364 
	1142
	100%
	96%
	0

	JR6-5S7 
	1
	0
	0
	0
	1
	
	0.975
	0.901
	1348
	Proteobacteria
	Sphingomonas sp.
	AY584571
	
	
	
	
	
	
	
	

	JR6-5S9 
	2
	0
	0
	0
	2
	
	0.995
	0.975
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-5T1 
	1
	0
	0
	0
	1
	
	0.998
	0.99
	1337
	Proteobacteria
	Methylobacterium sp.
	FN868948
	
	
	
	
	
	
	
	

	JR6-5T12 
	8
	1
	1
	4
	2
	
	0.995
	0.892
	632
	unidentified bacterium
	
	EF606633
	
	Bacteroidetes
	Niastella populi
	AB682649
	1179
	100%
	98%
	0

	JR6-5T2 
	1
	0
	0
	0
	1
	
	0.911
	0.632
	345
	Proteobacteria
	Pseudomonas sp. 
	AB054950
	
	Proteobacteria
	Devosia sp.
	KC464847
	876
	100%
	90%
	0

	JR6-5T4 
	2
	1
	0
	0
	1
	
	0.986
	0.901
	774
	unidentified bacterium
	
	FJ662644
	
	Bacteroidetes
	Niastella sp.
	KC157044
	1160
	95%
	99%
	

	JR6-5T5 
	5
	0
	0
	0
	5
	
	0.986
	0.913
	1362
	Proteobacteria
	Aquincola tertiaricarbonis
	DQ436455
	
	
	
	
	
	
	
	

	JR6-5T8 
	6
	1
	0
	2
	3
	
	0.986
	0.913
	1379
	Actinobacteria
	Kineosporia rhamnosa
	AB003935
	
	
	
	
	
	
	
	

	JR6-5U11 
	3
	0
	0
	0
	3
	
	0.931
	0.674
	1428
	Actinobacteria
	Conexibacter woesei
	CP001854
	
	
	
	
	
	
	
	

	JR6-5U12 
	4
	0
	0
	0
	4
	
	0.952
	0.932
	512
	Proteobacteria
	alpha proteobacterium
	FN554434
	
	Proteobacteria
	Rhizobium sp.
	JX292365
	1186
	95%
	99%
	0

	JR6-5U2 
	1
	0
	0
	0
	1
	
	0.981
	0.919
	1395
	Bacteroidetes
	Chitinophaga sancti
	AB078066
	
	
	
	
	
	
	
	

	JR6-5U4 
	1
	0
	0
	0
	1
	
	1
	1
	1399
	Proteobacteria
	Methylobacterium sp.
	AY364020
	
	
	
	
	
	
	
	

	JR6-5U5 
	1
	0
	0
	0
	1
	
	0.977
	0.922
	488
	Proteobacteria
	Rhizobium gallicum
	DQ363423
	
	Proteobacteria
	Rhizobium gallicum
	JQ085250
	1125
	100%
	96%
	0

	JR6-5U6 
	3
	0
	0
	0
	3
	
	0.97
	0.891
	1308
	Actinobacteria
	Pseudonocardia sp. 
	JX007993
	
	
	
	
	
	
	
	

	JR6-5U7 
	1
	0
	0
	0
	1
	
	0.991
	0.951
	1383
	Actinobacteria
	Nocardioides sp.
	AB427182
	
	
	
	
	
	
	
	

	JR6-5U8 
	1
	0
	0
	0
	1
	
	0.891
	0.652
	1545
	Actinobacteria
	Micromonospora sp.
	KC245103
	
	
	
	
	
	
	
	

	JR6-5U9 
	1
	0
	0
	0
	1
	
	0.912
	0.662
	1349
	Bacteroidetes
	Tuber borchii symbiont b-1BO
	AF233293
	
	Bacteroidetes
	Tuber borchii symbiont b-17BO
	AF070444
	887
	97%
	91%
	0

	JR6-5V12 
	3
	0
	0
	1
	2
	
	0.878
	0.601
	1298
	Chloroflexi
	Oscillochloris sp.
	AF149018
	
	
	
	
	
	
	
	

	JR6-5V5 
	1
	0
	0
	0
	1
	
	0.899
	0.653
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-5V7 
	1
	0
	0
	0
	1
	
	0.991
	0.921
	1357
	Proteobacteria
	Methylobacterium platani
	EF426729
	
	
	
	
	
	
	
	

	JR6-5V9 
	1
	0
	0
	0
	1
	
	0.936
	0.831
	443
	Proteobacteria
	Rhodobacteraceae bacterium
	AB101562
	
	Proteobacteria
	Rhodobacter sp.
	HM099648
	989
	100%
	93%
	0

	JR6-5W1 
	2
	0
	0
	1
	1
	
	0.951
	0.78
	378
	Bacteroidetes
	rhizosphere bacterium
	AY484746
	
	Bacteroidetes
	Chitinophagaceae bacterium
	JX458466
	1038
	100%
	94%
	0

	JR6-5W11 
	1
	0
	0
	0
	1
	
	0.836
	0.56
	336
	unidentified bacterium
	
	X52546
	
	Chloroflexi
	Oscillochloris sp.
	AF149018
	771
	100%
	87%
	0

	JR6-5W2 
	2
	0
	0
	0
	2
	
	0.955
	0.811
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	JR6-5W5 
	6
	1
	0
	2
	3
	
	0.935
	0.785
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	JR6-5W8 
	2
	0
	0
	0
	2
	
	0.98
	0.915
	1323
	Bacteroidetes
	Flavosolibacter sp. 
	FJ177533
	
	
	
	
	
	
	
	

	JR6-5X1 
	2
	0
	0
	0
	2
	
	0.99
	0.914
	1226
	Proteobacteria
	Sphingomonas sp.
	JX949371
	
	
	
	
	
	
	
	

	JR6-5X11 
	1
	0
	0
	0
	1
	
	0.98
	0.857
	1388
	Actinobacteria
	Frankia sp.
	JQ346802
	
	
	
	
	
	
	
	

	JR6-5X12 
	1
	0
	0
	0
	1
	
	0.915
	0.655
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-5X2 
	1
	0
	0
	0
	1
	
	0.959
	0.772
	1435
	Proteobacteria
	Ferritrophicum radicicola
	DQ386263
	
	bacterium TG152
	AB308362
	1085
	100%
	95%
	0

	JR6-5X4 
	1
	0
	0
	0
	1
	
	0.945
	0.72
	599
	Actinobacteria
	actinobacterium
	DQ180146
	
	Actinobacteria
	Iamia majanohamensis
	NR_041634
	1029
	100%
	93%
	0

	JR6-5X6 
	1
	0
	0
	0
	1
	
	0.975
	0.891
	1384
	Bacteroidetes
	Chitinophaga sp. 
	JF922313
	
	
	
	
	
	
	
	

	JR6-5X7 
	2
	0
	0
	0
	2
	
	0.97
	0.869
	1342
	Proteobacteria
	alpha proteobacterium
	FJ711198
	
	
	
	
	
	
	
	

	JR6-5X8 
	1
	0
	0
	0
	1
	
	0.955
	0.771
	1474
	Proteobacteria
	Sorangiineae bacterium
	GU249616
	
	Proteobacteria
	myxobacterium AT1-01
	AB246771
	1098
	100%
	95%
	0

	JR6-5Y1 
	12
	0
	4
	3
	5
	
	1
	1
	1346
	Proteobacteria
	Mesorhizobium sp.
	AF282924
	
	Proteobacteria
	Rhizobium leguminosarum
	KC462456
	1275
	100%
	100%
	0

	JR6-5Y10 
	1
	0
	0
	0
	1
	
	1
	0.962
	636
	unidentified bacterium
	
	EF606245
	
	Bacteroidetes
	Flavisolibacter ginsengisoli
	NR_041500
	1134
	100%
	97%
	0

	JR6-5Y11 
	1
	0
	0
	0
	1
	
	0.932
	0.697
	1286
	Chloroflexi
	Chloronema giganteum
	AF345825
	
	
	
	
	
	
	
	

	JR6-5Y2 
	3
	0
	1
	0
	2
	
	0.997
	0.979
	1327
	Proteobacteria
	alpha proteobacterium
	AB552851
	
	
	
	
	
	
	
	

	JR6-5Z4 
	6
	0
	0
	0
	6
	
	0.854
	0.568
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6a10 
	1
	0
	0
	0
	1
	
	0.927
	0.738
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6a4 
	1
	0
	0
	0
	1
	
	0.995
	0.961
	1396
	Actinobacteria
	Solirubrobacter soli
	AB245334
	
	
	
	
	
	
	
	

	JR6-6a7 
	2
	0
	1
	0
	1
	
	0.97
	0.869
	1388
	Proteobacteria
	Labrys wisconsinensis
	EF382666
	
	
	
	
	
	
	
	

	JR6-6b10 
	3
	1
	1
	0
	1
	
	0.998
	0.896
	1316
	Actinobacteria
	Acidimicrobidae bacterium
	AY673309
	
	
	
	
	
	
	
	

	JR6-6b11 
	4
	2
	0
	0
	2
	
	0.866
	0.546
	1415
	Chloroflexi
	Dehalococcoides sp.
	CP000688
	
	
	
	
	
	
	
	

	JR6-6b3 
	1
	0
	0
	0
	1
	
	0.966
	0.807
	1367
	Proteobacteria
	Methylosinus trichosporium
	AB648997
	
	
	
	
	
	
	
	

	JR6-6c10 
	4
	1
	0
	0
	3
	
	0.977
	0.88
	618
	unidentified bacterium
	
	EF606677
	
	Proteobacteria
	Byssovorax cruenta
	NR_042341
	1002
	100%
	93%
	0

	JR6-6c11 
	1
	0
	0
	0
	1
	
	0.969
	0.864
	213
	unidentified bacterium
	
	AB005837
	
	TM7 phylum sp. canine oral taxon 308
	JN713475
	745
	100%
	87%
	0

	JR6-6c2 
	2
	0
	1
	0
	1
	
	0.917
	0.722
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	JR6-6c7 
	1
	0
	0
	0
	1
	
	0.977
	0.887
	1350
	Proteobacteria
	Amaricoccus tamworthensis
	U88044
	
	
	
	
	
	
	
	

	JR6-6c8 
	1
	0
	0
	0
	1
	
	0.947
	0.867
	1363
	Proteobacteria
	Pedomicrobium australicum
	X97693
	
	
	
	
	
	
	
	

	JR6-6d12 
	1
	0
	0
	0
	1
	
	0.992
	0.953
	1372
	Bacteroidetes
	Mucilaginibacter sp.
	KC537738
	
	
	
	
	
	
	
	

	JR6-6d2 
	2
	0
	0
	0
	2
	
	0.891
	0.629
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6d3 
	1
	0
	0
	0
	1
	
	0.973
	0.908
	1378
	Bacteroidetes
	Flavobacterium sp. 
	FR772234
	
	
	
	
	
	
	
	

	JR6-6d7 
	2
	0
	0
	0
	2
	
	0.907
	0.653
	1344
	Proteobacteria
	Bdellovibrio sp.
	AY294216
	
	
	
	
	
	
	
	

	JR6-6d9 
	1
	0
	0
	0
	1
	
	0.962
	0.803
	508
	Proteobacteria
	Sphingomonadaceae bacterium
	GQ414529
	
	Proteobacteria
	Sphingomonas swuensis
	HQ844269
	1105
	100%
	95%
	0

	JR6-6e1 
	1
	0
	0
	0
	1
	
	1
	0.925
	227
	Proteobacteria
	Agrobacterium tumefaciens
	AB186115
	
	Proteobacteria
	Rhizobium sp.
	HQ704811
	1066
	100%
	95%
	0

	JR6-6e10 
	1
	0
	0
	0
	1
	
	0.987
	0.905
	1325
	Proteobacteria
	Caulobacter sp.
	FJ581041
	
	
	
	
	
	
	
	

	JR6-6e11 
	1
	0
	0
	0
	1
	
	0.956
	0.814
	1374
	Bacteroidetes
	Niastella populi
	AB682649
	
	
	
	
	
	
	
	

	JR6-6e12 
	2
	0
	0
	1
	1
	
	0.981
	0.903
	1389
	Bacteroidetes
	Ferruginibacter alkalilentus
	FJ177530
	
	
	
	
	
	
	
	

	JR6-6e5 
	1
	0
	0
	0
	1
	
	0.936
	0.764
	1428
	Proteobacteria
	Rhizobium tropici
	EU488741
	
	
	
	
	
	
	
	

	JR6-6e7 
	1
	0
	0
	0
	1
	
	0.992
	0.955
	220
	unidentified bacterium
	
	AB005869
	
	Proteobacteria
	Afipia sp.
	AY599913
	1051
	100%
	94%
	0

	JR6-6e9 
	4
	0
	0
	0
	4
	
	0.862
	0.569
	1355
	Chloroflexi
	Chloroflexus aurantiacus
	CP000909
	
	
	
	
	
	
	
	

	JR6-6f1 
	1
	0
	0
	0
	1
	
	0.953
	0.802
	1384
	Bacteroidetes
	Niastella yeongjuensis
	DQ244076
	
	
	
	
	
	
	
	

	JR6-6f12 
	2
	0
	0
	0
	2
	
	0.997
	0.967
	1370
	Proteobacteria
	Azospirillum sp.
	HQ717395
	
	
	
	
	
	
	
	

	JR6-6f2 
	1
	0
	0
	0
	1
	
	0.982
	0.903
	1354
	Proteobacteria
	Duganella sp.
	JQ745647
	
	Proteobacteria
	Duganella nigrescens
	EF584756
	1177
	100%
	98%
	0

	JR6-6f3 
	1
	0
	0
	0
	1
	
	0.899
	0.605
	1322
	Chloroflexi
	bacterium Ellin6519
	HM748667
	
	
	
	
	
	
	
	

	JR6-6f4 
	1
	0
	0
	0
	1
	
	0.98
	0.99
	417
	Proteobacteria
	maize root bacterium ZmrIs7
	AF226172
	
	Proteobacteria
	Rhizobium sp.
	FR872467
	1149
	100%
	97%
	0

	JR6-6f6 
	8
	2
	2
	1
	3
	
	0.985
	0.921
	609
	unidentified bacterium
	
	EF606592
	
	Proteobacteria
	bacterium Ellin339
	AF498721
	1107
	100%
	96%
	0

	JR6-6f7 
	2
	0
	0
	0
	2
	
	0.871
	0.632
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	JR6-6f8 
	1
	0
	0
	0
	1
	
	0.997
	0.967
	306
	Actinobacteria
	Leifsonia poae
	EU293388
	
	Actinobacteria
	Leifsonia sp.
	D84638 
	1218
	100%
	98%
	0

	JR6-6g10 
	3
	1
	0
	0
	2
	
	0.923
	0.717
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6g12 
	1
	0
	0
	0
	1
	
	0.964
	0.849
	1347
	Bacteroidetes
	Flavisolibacter sp.
	HM130561
	
	
	
	
	
	
	
	

	JR6-6g6 
	1
	0
	0
	0
	1
	
	0.885
	0.577
	1322
	Chloroflexi
	bacterium Ellin6519
	HM748667
	
	
	
	
	
	
	
	

	JR6-6g7 
	1
	0
	0
	0
	1
	
	0.992
	0.955
	1360
	Proteobacteria
	bacterium Ellin339
	AF498721
	
	
	
	
	
	
	
	

	JR6-6g8 
	2
	1
	0
	0
	1
	
	1
	1
	403
	Proteobacteria
	Shigella flexneri
	AM937496
	
	Proteobacteria
	Enterobacter sp.
	DQ091238
	1267
	100%
	99%
	0

	JR6-6g9 
	2
	1
	0
	0
	1
	
	0.982
	0.856
	604
	unidentified bacterium
	
	EF606525
	
	Proteobacteria
	alpha proteobacterium
	DQ123621
	1147
	100%
	96%
	0

	JR6-6h1 
	1
	0
	0
	0
	1
	
	0.956
	0.819
	1383
	Proteobacteria
	Hyphomicrobium sp. 
	JX131369
	
	
	
	
	
	
	
	

	JR6-6h10 
	1
	0
	0
	0
	1
	
	0.964
	0.797
	1355
	unidentified bacterium
	
	AF097805
	
	Bacteroidetes
	Tuber borchii symbiont b-17BO
	AF070444
	874
	100%
	90%
	0

	JR6-6h3 
	1
	0
	0
	0
	1
	
	0.97
	0.886
	1373
	Proteobacteria
	Ramlibacter sp.
	EU423304
	
	Proteobacteria
	Schlegelella sp.
	FR774567
	1164
	100%
	97%
	0

	JR6-6h4 
	5
	0
	1
	3
	1
	
	0.982
	0.905
	667
	unidentified bacterium
	
	EF606185
	
	Bacteroidetes
	Terrimonas ferruginea
	AB680736
	1118
	100%
	96%
	0

	JR6-6h5 
	2
	0
	0
	0
	2
	
	0.944
	0.815
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	JR6-6h7 
	2
	0
	0
	0
	2
	
	0.969
	0.842
	1417
	Proteobacteria
	Hydrocarboniphaga effusa
	AY363244
	
	
	
	
	
	
	
	

	JR6-6h9 
	2
	0
	0
	0
	2
	
	0.984
	0.918
	1405
	Bacteroidetes
	Terrimonas sp.
	JN848793
	
	
	
	
	
	
	
	

	JR6-6i2 
	1
	0
	0
	0
	1
	
	1
	0.981
	428
	Proteobacteria
	Sphingomonas sp.
	EU780173
	
	Proteobacteria
	Novosphingobium rosa
	AB680810
	1157
	100%
	97%
	0

	JR6-6i3 
	1
	0
	0
	0
	1
	
	0.9
	0.567
	1411
	Deinococcus-Thermus
	Truepera radiovictrix
	CP002049
	
	
	
	
	
	
	
	

	JR6-6i4 
	1
	0
	0
	0
	1
	
	0.946
	0.711
	658
	unidentified bacterium
	
	EF606153
	
	Proteobacteria
	Sorangiineae bacterium
	GU249613
	990
	100%
	92%
	0

	JR6-6i5 
	2
	0
	0
	0
	2
	
	0.997
	0.987
	1402
	Actinobacteria
	Actinoplanes purpeobrunneus
	AJ277581
	
	
	
	
	
	
	
	

	JR6-6i6 
	1
	0
	0
	0
	1
	
	0.911
	0.706
	1360
	Bacteroidetes
	Flexibacter flexilis
	AB078054
	
	Bacteroidetes
	Flexibacter flexilis subsp. pelliculosus
	AB681039
	915
	100%
	91%
	0

	JR6-6i8 
	1
	0
	0
	0
	1
	
	0.896
	0.648
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6i9 
	1
	0
	0
	0
	1
	
	0.986
	0.917
	1374
	Proteobacteria
	Sterolibacterium sp. 
	AM990454
	
	
	
	
	
	
	
	

	JR6-6j1 
	1
	0
	0
	0
	1
	
	0.947
	0.762
	320
	Proteobacteria
	Burkholderia sp.
	AJ344218
	
	Proteobacteria
	bacterium Ellin6095
	AY234747
	1061
	99%
	95%
	0

	JR6-6j11 
	2
	0
	0
	0
	2
	
	0.856
	0.556
	1363
	Chloroflexi
	Herpetosiphon aurantiacus
	CP000875
	
	
	
	
	
	
	
	

	JR6-6j12 
	1
	0
	0
	0
	1
	
	0.931
	0.736
	1373
	Actinobacteria
	bacterium Ellin504
	AY960767
	
	
	
	
	
	
	
	

	JR6-6j3 
	3
	0
	0
	1
	2
	
	0.961
	0.825
	1323
	Bacteroidetes
	Flavosolibacter sp.
	FJ177533
	
	
	
	
	
	
	
	

	JR6-6j5 
	2
	0
	0
	0
	2
	
	1
	0.925
	227
	Proteobacteria
	Agrobacterium tumefaciens
	AB186115
	
	Proteobacteria
	Agrobacterium vitis
	AB247612
	1059
	87%
	98%
	0

	JR6-6j6 
	2
	0
	0
	0
	2
	
	0.838
	0.569
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	JR6-6j7 
	1
	0
	0
	0
	1
	
	0.973
	0.87
	1389
	Proteobacteria
	Porphyrobacter sanguineus
	AB062106
	
	
	
	
	
	
	
	

	JR6-6k11 
	15
	2
	5
	5
	3
	
	0.994
	0.97
	1392
	Proteobacteria
	Ideonella sp.
	AB049105
	
	Proteobacteria
	Aquincola tertiaricarbonis
	JX094174
	1247
	100%
	99%
	0

	JR6-6k2 
	1
	0
	0
	0
	1
	
	0.903
	0.668
	1469
	Proteobacteria
	Rickettsiella endosymbiont of Acyrthosiphon pisum
	AB522697
	
	
	
	
	
	
	
	

	JR6-6k3 
	1
	0
	0
	0
	1
	
	0.921
	0.692
	1374
	Proteobacteria
	Aquicella lusitana
	AY359282
	
	
	
	
	
	
	
	

	JR6-6k4 
	1
	0
	0
	0
	1
	
	0.892
	0.594
	1373
	Bacteroidetes
	Tuber borchii symbiont b-17BO
	AF070444
	
	Bacteroidetes
	Owenweeksia sp.
	KC169812
	817
	100%
	89%
	0

	JR6-6k6 
	1
	0
	0
	0
	1
	
	0.942
	0.68
	789
	unidentified bacterium
	
	FJ662759
	
	Proteobacteria
	Legionella-like amoebal pathogen
	AY741401
	959
	100%
	92%
	0

	JR6-6k7 
	1
	0
	0
	0
	1
	
	0.922
	0.657
	1281
	Chloroflexi
	Oscillochloris sp. 
	AF146831
	
	
	
	
	
	
	
	

	JR6-6l1 
	1
	0
	0
	0
	1
	
	0.983
	0.894
	1366
	Actinobacteria
	Ilumatobacter fluminis
	AB360343
	
	
	
	
	
	
	
	

	JR6-6l10 
	4
	0
	2
	0
	2
	
	0.998
	0.985
	1293
	Proteobacteria
	Sphingomonas sp.
	FN668007
	
	
	
	
	
	
	
	

	JR6-6l2 
	1
	0
	0
	0
	1
	
	0.988
	0.945
	1361
	Proteobacteria
	Rhizobiaceae bacterium
	DQ490337
	
	
	
	
	
	
	
	

	JR6-6m2 
	1
	0
	0
	0
	1
	
	0.969
	0.875
	1348
	Proteobacteria
	Kaistobacter terrae
	AB258386
	
	
	
	
	
	
	
	

	JR6-6m3 
	6
	0
	0
	0
	6
	
	0.99
	0.96
	1324
	Proteobacteria
	alpha proteobacterium
	AB578881
	
	
	
	
	
	
	
	

	JR6-6m4 
	7
	0
	0
	0
	7
	
	0.969
	0.856
	1398
	Proteobacteria
	Steroidobacter sp.
	AB548216
	
	
	
	
	
	
	
	

	QR1-1A4 
	1
	1
	0
	0
	0
	
	0.961
	0.867
	1379
	Proteobacteria
	Dokdonella fugitiva
	AJ969432
	
	
	
	
	
	
	
	

	QR1-1A6 
	1
	1
	0
	0
	0
	
	0.957
	0.797
	849
	unidentified bacterium
	
	FJ662625
	
	bacterium TG141
	AB308367 
	1031
	93%
	96%
	0

	QR1-1A7 
	1
	1
	0
	0
	0
	
	0.928
	0.697
	1374
	Proteobacteria
	Aquicella lusitana
	AY359282
	
	
	
	
	
	
	
	

	QR1-1B11 
	1
	1
	0
	0
	0
	
	0.971
	0.855
	1314
	Proteobacteria
	alpha proteobacterium
	EU180511
	
	Proteobacteria
	Devosia neptuniae
	NR_028838 
	1157
	100%
	97%
	0

	QR1-1C10 
	1
	1
	0
	0
	0
	
	0.934
	0.764
	1367
	Proteobacteria
	Bauldia consociata
	FJ560750
	
	
	
	
	
	
	
	

	QR1-1C3 
	1
	1
	0
	0
	0
	
	0.958
	0.827
	243
	unidentified bacterium
	
	AB005853
	
	Acidobacteria
	Acidobacteria bacterium
	FJ405886
	1118
	92%
	98%
	0

	QR1-1D11 
	4
	4
	0
	0
	0
	
	0.998
	0.99
	1372
	Proteobacteria
	Pedomicrobium manganicum
	X97691
	
	
	
	
	
	
	
	

	QR1-1D12 
	8
	7
	0
	0
	1
	
	0.98
	0.864
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1149
	100%
	97%
	0

	QR1-1D4 
	7
	4
	1
	0
	2
	
	0.947
	0.749
	1389
	Proteobacteria
	Rhodomicrobium vannielii
	AB250621
	
	
	
	
	
	
	
	

	QR1-1D7 
	1
	1
	0
	0
	0
	
	0.99
	0.885
	909
	Bacteroidetes
	Mucilaginibacter sp.
	HE814649
	
	
	
	
	
	
	
	

	QR1-1E10 
	2
	2
	0
	0
	0
	
	0.979
	0.902
	645
	unidentified bacterium
	
	EF606578
	
	Proteobacteria
	Dokdonella sp.
	GQ281768
	1168
	100%
	97%
	0

	QR1-1E11 
	1
	1
	0
	0
	0
	
	0.994
	0.955
	376
	Proteobacteria
	Bradyrhizobium sp.
	AF146826
	
	Proteobacteria
	Bradyrhizobium genosp.
	AJ785292
	1210
	100%
	98%
	0

	QR1-1E2 
	1
	1
	0
	0
	0
	
	0.952
	0.778
	1384
	Proteobacteria
	gamma proteobacterium
	FN554395
	
	
	
	
	
	
	
	

	QR1-1E4 
	1
	1
	0
	0
	0
	
	0.998
	0.989
	1360
	Acidobacteria
	Acidobacteria bacterium
	AY673350
	
	
	
	
	
	
	
	

	QR1-1E6 
	1
	1
	0
	0
	0
	
	0.886
	0.625
	1364
	Actinobacteria
	Conexibacter sp.
	JF806520
	
	
	
	
	
	
	
	

	QR1-1F2 
	6
	6
	0
	0
	0
	
	0.991
	0.944
	1444
	Proteobacteria
	Leptothrix sp.
	AB480711
	
	
	
	
	
	
	
	

	QR1-1F4 
	1
	1
	0
	0
	0
	
	0.858
	0.524
	1371
	Chloroflexi
	Dehalococcoides sp.
	AJ431247
	
	
	
	
	
	
	
	

	QR1-1F5 
	1
	1
	0
	0
	0
	
	0.875
	0.488
	1269
	Planctomycetes
	planctomycete GMD21C08
	AY162119
	
	Planctomycetes
	planctomycete GMD15D02
	AY162125
	667
	89%
	86%
	0

	QR1-1F6 
	1
	1
	0
	0
	0
	
	0.956
	0.854
	1349
	Acidobacteria
	Acidobacteria bacterium
	AY673303
	
	
	
	
	
	
	
	

	QR1-1F7 
	1
	1
	0
	0
	0
	
	0.988
	0.932
	220
	unidentified bacterium
	
	AB005869
	
	Proteobacteria
	Rhodoplanes serenus
	NR_040936
	1142
	100%
	96%
	0

	QR1-1F9 
	1
	1
	0
	0
	0
	
	0.897
	0.624
	1332
	bacterium Ellin7522
	
	HM748732
	
	bacterium Ellin6527
	HM748675
	828
	99%
	88%
	0

	QR1-1G1 
	1
	1
	0
	0
	0
	
	0.927
	0.743
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	992
	89%
	95%
	0

	QR1-1G3 
	3
	3
	0
	0
	0
	
	0.97
	0.87
	1380
	Proteobacteria
	Dokdonella ginsengisoli
	AB245362
	
	
	
	
	
	
	
	

	QR1-1H10 
	1
	1
	0
	0
	0
	
	0.948
	0.743
	1367
	bacterium Ellin6502
	
	HM748650
	
	
	
	
	
	
	
	

	QR1-1H2 
	2
	2
	0
	0
	0
	
	0.935
	0.734
	1398
	Proteobacteria
	Steroidobacter sp.
	AB548216
	
	
	
	
	
	
	
	

	QR1-1H5 
	1
	1
	0
	0
	0
	
	0.949
	0.825
	1385
	Actinobacteria
	Micromonosporaceae bacterium
	GU130114
	
	Actinobacteria
	Actinoplanes sp.
	AB546272
	1066
	100%
	94%
	0

	QR1-1H6 
	9
	6
	0
	1
	2
	
	1
	0.979
	1377
	Actinobacteria
	Actinoplanes sp.
	AB546286
	
	
	
	
	
	
	
	

	QR1-1H7 
	1
	1
	0
	0
	0
	
	0.936
	0.73
	1372
	Actinobacteria
	Conexibacter arvalis
	AB597950
	
	
	
	
	
	
	
	

	QR1-1H8 
	4
	4
	0
	0
	0
	
	0.958
	0.809
	1354
	Proteobacteria
	alpha proteobacterium
	DQ123619
	
	
	
	
	
	
	
	

	QR1-1H9 
	1
	1
	0
	0
	0
	
	0.925
	0.666
	644
	unidentified bacterium
	
	EF606248
	
	Proteobacteria
	Pelobacter acetylenicus
	NR_029238
	915
	100%
	90%
	0

	QR1-1I11 
	6
	5
	1
	0
	0
	
	0.989
	0.799
	913
	Rhizobiales bacterium
	
	EF636087
	
	
	
	
	
	
	
	

	QR1-1I2 
	1
	1
	0
	0
	0
	
	0.925
	0.73
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	QR1-1I6 
	1
	1
	0
	0
	0
	
	0.954
	0.764
	662
	unidentified bacterium
	
	EF606609
	
	bacterium Ellin6502
	HM748650
	1033
	100%
	93%
	0

	QR1-1I9 
	1
	1
	0
	0
	0
	
	0.963
	0.833
	1367
	Proteobacteria
	Bauldia consociata
	FJ560750
	
	
	
	
	
	
	
	

	QR1-1J3 
	1
	1
	0
	0
	0
	
	0.944
	0.764
	1398
	Proteobacteria
	Steroidobacter sp. 
	AB548216
	
	
	
	
	
	
	
	

	QR1-1J5 
	1
	1
	0
	0
	0
	
	0.963
	0.823
	1313
	Proteobacteria
	Acidisphaera sp. 
	FJ915153
	
	
	
	
	
	
	
	

	QR1-1J6 
	3
	1
	1
	0
	1
	
	0.995
	0.963
	1370
	Proteobacteria
	gamma proteobacterium
	AB174845
	
	Proteobacteria
	gamma proteobacterium
	AB174846
	1256
	100%
	99%
	0

	QR1-1J7 
	1
	1
	0
	0
	0
	
	0.935
	0.669
	1408
	Proteobacteria
	Legionella sp. 
	AB058916
	
	Proteobacteria
	Coxiella burnetii
	CP001020
	946
	100%
	91%
	0

	QR1-1J9 
	1
	1
	0
	0
	0
	
	0.985
	0.904
	418
	bacterium B12
	
	FJ533245
	
	Proteobacteria
	bacterium Ellin321
	AF498703
	1131
	93%
	98%
	0

	QR1-1K12 
	1
	1
	0
	0
	0
	
	0.941
	0.824
	1394
	Proteobacteria
	alpha proteobacterium
	AB121772
	
	Proteobacteria
	alpha proteobacterium
	DQ123621
	1103
	100%
	95%
	0

	QR1-1K4 
	9
	2
	3
	1
	3
	
	0.923
	0.737
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	QR1-1K7 
	1
	1
	0
	0
	0
	
	0.982
	0.859
	654
	unidentified bacterium
	
	EF606423
	
	Proteobacteria
	alpha proteobacterium
	DQ123621
	1122
	100%
	96%
	0

	QR1-1K8 
	1
	1
	0
	0
	0
	
	0.941
	0.795
	1379
	Proteobacteria
	Dongia mobilis
	FJ455532
	
	
	
	
	
	
	
	

	QR1-1L1 
	2
	2
	0
	0
	0
	
	0.963
	0.828
	1405
	Bacteroidetes
	Terrimonas sp.
	JN848793
	
	
	
	
	
	
	
	

	QR1-1L11 
	1
	1
	0
	0
	0
	
	0.967
	0.852
	1314
	Proteobacteria
	bacterium Ellin335
	AF498717
	
	Proteobacteria
	bacterium Ellin332
	AF498714
	1155
	100%
	97%
	0

	QR1-1L12 
	1
	1
	0
	0
	0
	
	0.963
	0.802
	1372
	Proteobacteria
	Hyphomicrobium sulfonivorans
	AF538931
	
	
	
	
	
	
	
	

	QR1-1L2 
	1
	1
	0
	0
	0
	
	0.934
	0.768
	241
	unidentified bacterium
	
	AB005843
	
	Proteobacteria
	Methylibium petroleiphilum
	NR_041768
	953
	100%
	92%
	0

	QR1-1L5 
	3
	3
	0
	0
	0
	
	0.979
	0.897
	667
	unidentified bacterium
	
	EF606185
	
	Bacteroidetes
	Terrimonas sp.
	FJ347757
	1151
	100%
	97%
	0

	QR1-1L6 
	1
	1
	0
	0
	0
	
	0.967
	0.875
	1373
	Actinobacteria
	bacterium Ellin504
	AY960767
	
	Actinobacteria
	Solirubrobacter sp.
	AB245336
	1166
	100%
	97%
	0

	QR1-1L9 
	1
	1
	0
	0
	0
	
	0.934
	0.7
	1360
	Proteobacteria
	Oceanibaculum pacificum
	FJ463255
	
	
	
	
	
	
	
	

	QR1-1M1 
	1
	1
	0
	0
	0
	
	0.936
	0.729
	1371
	Actinobacteria
	Frankia sp.
	L40613
	
	Actinobacteria
	Frankia sp.
	JN685201
	968
	93%
	94%
	

	QR1-1M5 
	1
	1
	0
	0
	0
	
	0.958
	0.81
	1367
	Proteobacteria
	Bauldia consociata
	FJ560750
	
	
	
	
	
	
	
	

	QR1-3N2 
	7
	5
	0
	1
	1
	
	0.984
	0.92
	1362
	Proteobacteria
	Aquincola tertiaricarbonis
	DQ436455
	
	
	
	
	
	
	
	

	QR1-3N5 
	2
	2
	0
	0
	0
	
	0.92
	0.737
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	QR1-3N9 
	1
	1
	0
	0
	0
	
	0.963
	0.862
	1367
	Proteobacteria
	Kaistia sp. 
	AM409364
	
	
	
	
	
	
	
	

	QR1-3O12 
	4
	2
	1
	1
	0
	
	0.97
	0.915
	1389
	Bacteroidetes
	Ferruginibacter alkalilentus
	FJ177530
	
	
	
	
	
	
	
	

	QR1-3O2 
	6
	3
	3
	0
	0
	
	0.998
	0.98
	1406
	Bacteroidetes
	Flavobacterium sp.
	AM934638
	
	
	
	
	
	
	
	

	QR1-3O3 
	1
	1
	0
	0
	0
	
	0.922
	0.716
	1398
	Proteobacteria
	Steroidobacter sp.
	AB548216
	
	
	
	
	
	
	
	

	QR1-3O5 
	5
	2
	1
	0
	2
	
	0.994
	0.964
	1363
	Proteobacteria
	Pedomicrobium australicum
	X97693
	
	
	
	
	
	
	
	

	QR1-3O8 
	1
	1
	0
	0
	0
	
	0.96
	0.772
	342
	Actinobacteria
	Streptomyces aurantiogriseus
	EU877062
	
	Actinobacteria
	Streptacidiphilus thailandensis
	AY530186 
	894
	100%
	90%
	0

	QR1-3P10 
	1
	1
	0
	0
	0
	
	0.922
	0.79
	1329
	Proteobacteria
	bacterium Ellin332
	AF498714
	
	
	
	
	
	
	
	

	QR1-3P12 
	1
	1
	0
	0
	0
	
	0.926
	0.747
	388
	Proteobacteria
	Rhizobiales bacterium
	FJ477671
	
	Proteobacteria
	Hyphomicrobium sp. 
	AB552869
	1050
	100%
	94%
	0

	QR1-3P2 
	1
	1
	0
	0
	0
	
	0.992
	0.955
	220
	unidentified bacterium
	
	AB005869
	
	Proteobacteria
	Bradyrhizobium japonicum
	AF239844
	987
	100%
	92%
	0

	QR1-3P5 
	1
	1
	0
	0
	0
	
	0.916
	0.653
	1390
	Proteobacteria
	endosymbiont of Acanthamoeba sp.
	HQ132422
	
	
	
	
	
	
	
	

	QR1-3P7 
	1
	1
	0
	0
	0
	
	0.914
	0.608
	1330
	Proteobacteria
	Azospirillum sp.
	AB508899
	
	
	
	
	
	
	
	

	QR1-3Q10 
	1
	1
	0
	0
	0
	
	0.936
	0.676
	1447
	Proteobacteria
	Coxiella burnetii
	CP000733
	
	
	
	
	
	
	
	

	QR1-3Q12 
	1
	1
	0
	0
	0
	
	0.95
	0.793
	232
	unidentified bacterium
	
	AB005866
	
	Candidatus Saccharimonas aalborgensis
	CP005957 
	1042
	100%
	95%
	0

	QR1-3Q7 
	1
	1
	0
	0
	0
	
	0.962
	0.82
	255
	unidentified bacterium
	
	AB005858
	
	TM7 phylum sp. canine oral taxon 305
	JN713472
	706
	100%
	86%
	0

	QR1-3Q8 
	3
	3
	0
	0
	0
	
	1
	0.977
	308
	Proteobacteria
	Bradyrhizobium sp. 
	AB072345
	
	Proteobacteria
	Bradyrhizobium elkanii
	JQ911629 
	1256
	100%
	99%
	0

	QR1-3R3 
	1
	1
	0
	0
	0
	
	0.998
	0.991
	1431
	Firmicutes
	Bacillus sp.
	EU784649
	
	
	
	
	
	
	
	

	QR1-3R7 
	1
	1
	0
	0
	0
	
	0.942
	0.778
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1022
	89%
	96%
	0

	QR1-3R8 
	1
	1
	0
	0
	0
	
	1
	1
	1332
	Proteobacteria
	bacterium Ellin333
	AF498715
	
	Proteobacteria
	Reyranella sp.
	JX260424
	1282
	100%
	100%
	0

	QR1-3S10 
	1
	1
	0
	0
	0
	
	0.899
	0.661
	336
	unidentified bacterium
	
	X52546
	
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	830
	100%
	89%
	0

	QR1-3S12 
	1
	1
	0
	0
	0
	
	0.961
	0.78
	1371
	Proteobacteria
	Nannocystis exedens
	AB084253
	
	
	
	
	
	
	
	

	QR1-3S6 
	2
	2
	0
	0
	0
	
	0.979
	0.891
	1295
	Proteobacteria
	Rhodoplanes sp. 
	GQ369128
	
	
	
	
	
	
	
	

	QR1-3S7 
	1
	1
	0
	0
	0
	
	0.939
	0.805
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	QR1-3S8 
	1
	1
	0
	0
	0
	
	0.976
	0.859
	1329
	Proteobacteria
	Sphingomonas sp.
	HQ231933
	
	
	
	
	
	
	
	

	QR1-3S9 
	1
	1
	0
	0
	0
	
	0.874
	0.534
	1465
	Proteobacteria
	Geobacter sp. 
	CP002479
	
	
	
	
	
	
	
	

	QR1-3T1 
	1
	1
	0
	0
	0
	
	0.964
	0.846
	1284
	Proteobacteria
	Rhizobium sp.
	JX292365
	
	
	
	
	
	
	
	

	QR1-3T11 
	1
	1
	0
	0
	0
	
	0.975
	0.85
	1372
	Proteobacteria
	Pedomicrobium manganicum
	X97691
	
	
	
	
	
	
	
	

	QR1-3T2 
	3
	1
	1
	1
	0
	
	0.923
	0.723
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	QR1-3T4 
	2
	1
	0
	0
	1
	
	0.989
	0.957
	1361
	Proteobacteria
	Mesorhizobium sp.
	AB300444
	
	Proteobacteria
	Mesorhizobium albiziae
	DQ311088
	1232
	100%
	99%
	0

	QR1-3T7 
	1
	1
	0
	0
	0
	
	0.885
	0.601
	1422
	Proteobacteria
	Sandaracinus amylolyticus
	HQ540311
	
	
	
	
	
	
	
	

	QR1-3T8 
	4
	2
	0
	2
	0
	
	0.969
	0.838
	1379
	Proteobacteria
	Dongia mobilis
	FJ455532
	
	
	
	
	
	
	
	

	QR1-3T9 
	1
	1
	0
	0
	0
	
	0.9
	0.639
	249
	unidentified bacterium
	
	AB005844
	
	Candidatus Saccharimonas aalborgensis
	CP005957 
	750
	100%
	87%
	0

	QR1-3U1 
	4
	2
	1
	1
	0
	
	0.978
	0.882
	1347
	Proteobacteria
	bacterium Ellin314
	AF498696
	
	Proteobacteria
	Dongia mobilis
	FJ455532
	1181
	100%
	97%
	0

	QR1-3U10 
	1
	1
	0
	0
	0
	
	0.902
	0.64
	1419
	unidentified bacterium
	
	AY344381
	
	Proteobacteria
	Thiorhodospira sp.
	EU908045
	832
	100%
	88%
	0

	QR1-3U2 
	1
	1
	0
	0
	0
	
	0.958
	0.787
	633
	unidentified bacterium
	
	EF606210
	
	TM7 phylum sp. canine oral taxon 250
	JN713414
	970
	100%
	93%
	0

	QR1-3U4 
	1
	1
	0
	0
	0
	
	0.99
	0.882
	451
	Proteobacteria
	beta proteobacterium
	EU180532
	
	Proteobacteria
	Limnohabitans sp.
	HE600686
	924
	100%
	91%
	0

	QR1-3U5 
	2
	1
	0
	0
	1
	
	0.984
	0.911
	1370
	Proteobacteria
	gamma proteobacterium
	AB174845
	
	Proteobacteria
	gamma proteobacterium
	AB174846
	1212
	100%
	98%
	0

	QR1-3U6 
	1
	1
	0
	0
	0
	
	0.966
	0.864
	1371
	Actinobacteria
	Frankia sp.
	L40613
	
	
	
	
	
	
	
	

	QR1-3U7 
	1
	1
	0
	0
	0
	
	0.963
	0.823
	1408
	Proteobacteria
	bacterium TG152
	AB308362
	
	
	
	
	
	
	
	

	QR1-3V12 
	4
	2
	1
	1
	0
	
	0.991
	0.956
	1394
	Proteobacteria
	alpha proteobacterium
	AB121772
	
	
	
	
	
	
	
	

	QR1-3V3 
	1
	1
	0
	0
	0
	
	0.969
	0.938
	241
	unidentified bacterium
	
	AB005843
	
	Proteobacteria
	bacterium Ellin5078
	AY234495
	1046
	90%
	97%
	0

	QR1-3V4 
	1
	1
	0
	0
	0
	
	0.914
	0.691
	1309
	Proteobacteria
	bacterium Ellin331
	AF498713
	
	Proteobacteria
	Blastochloris sulfoviridis
	NR_037121
	953
	100%
	92%
	0

	QR1-3V6 
	1
	1
	0
	0
	0
	
	0.963
	0.712
	1307
	Chlamydiae
	Chlamydiales bacterium
	JN606074
	
	
	
	
	
	
	
	

	QR1-3V7 
	2
	2
	0
	0
	0
	
	0.917
	0.693
	1319
	Proteobacteria
	Hyphomicrobium sp. 
	AF279787
	
	
	
	
	
	
	
	

	QR1-3V8 
	1
	1
	0
	0
	0
	
	0.924
	0.704
	1352
	TM7 phylum sp. canine oral taxon 308
	JN713475
	
	
	
	
	
	
	
	

	QR1-3V9 
	1
	1
	0
	0
	0
	
	0.996
	0.938
	595
	Proteobacteria
	bacterium SN12-19
	AY773144
	
	Proteobacteria
	Psychrobacter pulmonis
	HQ698590
	1146
	100%
	97%
	0

	QR1-3W10 
	1
	1
	0
	0
	0
	
	0.99
	0.826
	1190
	Tenericutes
	Candidatus Phytoplasma fragariae
	JX273478
	
	
	
	
	
	
	
	

	QR1-3W6 
	1
	1
	0
	0
	0
	
	0.902
	0.759
	493
	Proteobacteria
	Variovorax sp.
	EF408853
	
	Proteobacteria
	Variovorax sp.
	D84645
	909
	100%
	90%
	0

	QR1-3W8 
	1
	1
	0
	0
	0
	
	0.991
	0.962
	1327
	Proteobacteria
	Bradyrhizobium sp.
	AY141982
	
	
	
	
	
	
	
	

	QR1-3X10 
	1
	1
	0
	0
	0
	
	0.986
	0.916
	970
	unidentified bacterium
	
	AY345522
	
	Proteobacteria
	Steroidobacter sp.
	AB548216
	1168
	100%
	97%
	0

	QR1-3X4 
	4
	2
	1
	0
	1
	
	0.963
	0.776
	615
	unidentified bacterium
	
	EF606598
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1074
	100%
	95%
	0

	QR1-3X7 
	1
	1
	0
	0
	0
	
	0.992
	0.923
	220
	unidentified bacterium
	
	AB005869
	
	Archaea
	Candidatus Nitrosoarchaeum limnia
	KC357902
	1138
	100%
	96%
	0

	QR1-3Y1 
	1
	1
	0
	0
	0
	
	0.949
	0.741
	632
	unidentified bacterium
	
	EF606275
	
	Proteobacteria
	gamma proteobacterium
	FN554396
	1013
	100%
	93%
	0

	QR1-3Y10 
	1
	1
	0
	0
	0
	
	0.919
	0.691
	1421
	Deinococcus-Thermus
	Truepera radiovictrix
	CP002049
	
	
	
	
	
	
	
	

	QR1-3Y11 
	1
	1
	0
	0
	0
	
	0.885
	0.612
	353
	Proteobacteria
	Pseudomonas sp.
	AJ517406
	
	Proteobacteria
	Sulfitobacter sp.
	HF912448
	848
	100%
	89%
	0

	QR1-3Y2 
	1
	1
	0
	0
	0
	
	0.943
	0.791
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1009
	89%
	96%
	0

	QR1-3Y3 
	7
	7
	0
	0
	0
	
	0.997
	0.97
	1371
	Actinobacteria
	Frankia sp.
	L40613
	
	
	
	
	
	
	
	

	QR1-3Y8 
	2
	2
	0
	0
	0
	
	0.973
	0.857
	1391
	Proteobacteria
	Rhodoplanes sp. 
	EU604755
	
	
	
	
	
	
	
	

	QR1-3Y9 
	1
	1
	0
	0
	0
	
	0.94
	0.675
	644
	unidentified bacterium
	
	EF606248
	
	Proteobacteria
	Desulfoglaeba alkanexedens
	NR_043705
	893
	100%
	90%
	0

	QR1-7A1 
	1
	1
	0
	0
	0
	
	0.997
	0.994
	351
	Proteobacteria
	Pseudomonas putida
	EU293385
	
	Proteobacteria
	Pseudomonas putida
	AB681701
	1210
	100%
	98%
	0

	QR1-7A11 
	1
	1
	0
	0
	0
	
	0.827
	0.587
	341
	Proteobacteria
	Acidithiobacillus thiooxidans
	M79398
	
	bacterium MP-01
	JX420244
	798
	97%
	88%
	0

	QR1-7B1 
	4
	4
	0
	0
	0
	
	0.997
	0.99
	1434
	Tenericutes
	Peach yellows phytoplasma
	AY332658
	
	
	
	
	
	
	
	

	QR1-7B2 
	1
	1
	0
	0
	0
	
	0.967
	0.858
	529
	unidentified bacterium
	
	AF097807
	
	Proteobacteria
	Denitratisoma sp.
	AB542411
	1138
	100%
	96%
	0

	QR1-7B5 
	2
	2
	0
	0
	0
	
	0.994
	0.975
	1372
	Actinobacteria
	Actinophytocola sp.
	JX273662
	
	
	
	
	
	
	
	

	QR1-7C1 
	1
	1
	0
	0
	0
	
	0.969
	0.855
	241
	unidentified bacterium
	
	AB005843
	
	Proteobacteria
	gamma proteobacterium
	AB663506
	1046
	100%
	94%
	0

	QR1-7C10 
	1
	1
	0
	0
	0
	
	0.95
	0.816
	255
	unidentified bacterium
	
	AB005858
	
	Candidatus Saccharimonas aalborgensis
	 CP005957 
	702
	100%
	86%
	0

	QR1-7C6 
	6
	3
	0
	3
	0
	
	1
	1
	1394
	Actinobacteria
	soil bacterium TWE34
	DQ493434
	
	Actinobacteria
	Streptomyces sp.
	JX067713
	1301
	100%
	100%
	0

	QR1-7C8 
	10
	3
	4
	2
	1
	
	0.992
	0.946
	1374
	Bacteroidetes
	Niastella populi
	AB682649
	
	
	
	
	
	
	
	

	QR1-7D2 
	1
	1
	0
	0
	0
	
	0.992
	0.883
	410
	Actinobacteria
	maize root bacterium ZmrIs34
	AF226190
	
	Actinobacteria
	Micromonospora sp.
	JQ653116
	1116
	100%
	96%
	0

	QR1-7D4 
	9
	5
	1
	1
	2
	
	0.98
	0.911
	1374
	Bacteroidetes
	Niastella populi
	AB682649
	
	
	
	
	
	
	
	

	QR1-7D8 
	2
	2
	0
	0
	0
	
	0.972
	0.862
	217
	unidentified bacterium
	
	AB005850
	
	Bacteroidetes
	Niastella populi
	AB682649
	1107
	100%
	96%
	0

	QR1-7E10 
	1
	1
	0
	0
	0
	
	0.98
	0.893
	1340
	Spirochaetes
	Turneriella parva
	AY293856
	
	
	
	
	
	
	
	

	QR1-7E6 
	1
	1
	0
	0
	0
	
	0.912
	0.649
	1349
	Bacteroidetes
	Tuber borchii symbiont b-1BO
	AF233293
	
	
	
	
	
	
	
	

	QR1-7E7 
	1
	1
	0
	0
	0
	
	0.959
	0.864
	493
	Proteobacteria
	Variovorax sp.
	EF408853
	
	Proteobacteria
	Variovorax ginsengisoli
	FR682712
	1066
	100%
	95%
	0

	QR1-7E9 
	1
	1
	0
	0
	0
	
	0.919
	0.601
	1357
	Actinobacteria
	bacterium Ellin5273
	AY234624
	
	Actinobacteria
	actinobacterium YJF2-33
	FJ405887
	935
	99%
	91%
	0

	QR1-7F11 
	2
	2
	0
	0
	0
	
	0.969
	0.855
	1372
	Bacteroidetes
	Niastella sp.
	GU295962
	
	
	
	
	
	
	
	

	QR1-7F12 
	1
	1
	0
	0
	0
	
	0.95
	0.8
	230
	unidentified bacterium
	
	AB005849
	
	Verrucomicrobia
	 bacterium Ellin517
	AY960780
	985
	92%
	94%
	0

	QR1-7F7 
	1
	1
	0
	0
	0
	
	0.972
	0.855
	1361
	Proteobacteria
	Phenylobacterium muchangponense
	KC494312
	
	
	
	
	
	
	
	

	QR1-7F8 
	1
	1
	0
	0
	0
	
	0.908
	0.655
	1422
	Proteobacteria
	Sandaracinus amylolyticus
	HQ540311
	
	
	
	
	
	
	
	

	QR1-7F9 
	3
	2
	0
	1
	0
	
	0.989
	0.941
	1402
	Proteobacteria
	Luteibacter yeojuensis
	DQ181549
	
	
	
	
	
	
	
	

	QR1-7G5 
	1
	1
	0
	0
	0
	
	0.962
	0.845
	666
	unidentified bacterium
	
	EF606179
	
	Proteobacteria
	Dokdonella sp.
	AM981200
	1064
	91%
	97%
	0

	QR1-7G8 
	3
	3
	0
	0
	0
	
	0.968
	0.816
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1105
	100%
	96%
	0

	QR1-7G9 
	1
	1
	0
	0
	0
	
	0.961
	0.771
	1403
	Bacteroidetes
	Bacteroidetes bacterium
	FN554387
	
	
	
	
	
	
	
	

	QR1-7H10 
	1
	1
	0
	0
	0
	
	0.944
	0.796
	334
	Proteobacteria
	Acidiphilium rubrum
	M79379
	
	Proteobacteria
	Granulibacter bethesdensis
	NR_074276
	1042
	100%
	94%
	0

	QR1-7H3 
	1
	1
	0
	0
	0
	
	0.928
	0.757
	1347
	Proteobacteria
	bacterium Ellin314
	AF498696
	
	Proteobacteria
	alpha proteobacterium
	AB121772 
	1026
	100%
	93%
	0

	QR1-7H4 
	1
	1
	0
	0
	0
	
	0.959
	0.858
	520
	Proteobacteria
	bacterium CA4
	FJ348458
	
	Proteobacteria
	Ideonella sp.
	AB557644
	1075
	100%
	95%
	0

	QR1-7H7 
	2
	2
	0
	0
	0
	
	0.969
	0.863
	1385
	Actinobacteria
	Micromonosporaceae bacterium
	GU130114
	
	Actinobacteria
	Frankia sp.
	U60285
	1118
	100%
	96%
	0

	QR1-7H9 
	1
	1
	0
	0
	0
	
	0.967
	0.827
	636
	unidentified bacterium
	
	EF606673
	
	Proteobacteria
	Rhizobiales bacterium
	AB365487
	1068
	99%
	95%
	0

	QR1-7I10 
	1
	1
	0
	0
	0
	
	0.977
	0.909
	1376
	Bacteroidetes
	Sphingoterrabacterium koreensis
	AB267721
	
	Bacteroidetes
	Mucilaginibacter sp.
	JN695632
	1190
	100%
	98%
	0

	QR1-7I11 
	1
	1
	0
	0
	0
	
	0.991
	0.951
	1376
	Bacteroidetes
	Sphingoterrabacterium koreensis
	AB267721
	
	Bacteroidetes
	Mucilaginibacter sp.
	JN695632
	1184
	100%
	98%
	0

	QR1-7I4 
	1
	1
	0
	0
	0
	
	0.947
	0.842
	520
	Proteobacteria
	bacterium CA4
	FJ348458
	
	Proteobacteria
	Ideonella sp.
	HE993549
	1055
	100%
	94%
	0

	QR1-7I6 
	1
	1
	0
	0
	0
	
	0.975
	0.886
	1403
	Proteobacteria
	Devosia sp. 
	JX392051
	
	
	
	
	
	
	
	

	QR1-7J11 
	2
	2
	0
	0
	0
	
	0.967
	0.846
	1433
	Proteobacteria
	Leptothrix cholodnii
	X97070
	
	
	
	
	
	
	
	

	QR1-7J5 
	2
	2
	0
	0
	0
	
	0.972
	0.845
	530
	Proteobacteria
	Dyemonas sp.
	DQ847389
	
	Proteobacteria
	Dyella sp.
	JF806522
	1112
	100%
	96%
	0

	QR1-7J7 
	2
	2
	0
	0
	0
	
	0.975
	0.836
	604
	unidentified bacterium
	
	EF606268
	
	Proteobacteria
	myxobacterium AT3-03
	AB246770
	1127
	100%
	96%
	0

	QR1-7J8 
	2
	2
	0
	0
	0
	
	0.977
	0.928
	1355
	Proteobacteria
	Novosphingobium sp.
	KC479803
	
	
	
	
	
	
	
	

	QR1-7K1 
	1
	1
	0
	0
	0
	
	0.973
	0.862
	668
	unidentified bacterium
	
	EF606183
	
	Proteobacteria
	Hyphomicrobium vulgare
	AB543807
	1120
	100%
	96%
	0

	QR1-7K11 
	1
	1
	0
	0
	0
	
	0.908
	0.712
	1338
	Acidobacteria
	bacterium Ellin6071
	AY234723
	
	bacterium Ellin6505
	HM748653
	937
	99%
	91%
	0

	QR1-7K12 
	31
	23
	2
	4
	2
	
	1
	1
	1400
	Proteobacteria
	Methylibium fulvum
	AB649013
	
	
	
	
	
	
	
	

	QR1-7K4 
	1
	1
	0
	0
	0
	
	0.967
	0.868
	1371
	Proteobacteria
	gamma proteobacterium
	AB174846
	
	Proteobacteria
	gamma proteobacterium
	AB174844
	1149
	100%
	97%
	0

	QR1-7K6 
	4
	4
	0
	0
	0
	
	0.992
	0.96
	1371
	Actinobacteria
	Actinoplanes sp.
	JQ836690
	
	
	
	
	
	
	
	

	QR1-7K8 
	1
	1
	0
	0
	0
	
	0.967
	0.836
	1396
	Proteobacteria
	Rhizobacter fulvus
	AB245356
	
	
	
	
	
	
	
	

	QR1-7L10 
	3
	2
	0
	0
	1
	
	0.97
	0.866
	667
	unidentified bacterium
	
	EF606185
	
	Bacteroidetes
	Terrimonas sp.
	JN848793
	1140
	100%
	97%
	0

	QR1-7L7 
	1
	1
	0
	0
	0
	
	0.987
	0.915
	1224
	Proteobacteria
	Shinella sp.
	HM748603
	
	
	
	
	
	
	
	

	QR1-7L9 
	2
	2
	0
	0
	0
	
	1
	1
	1398
	Bacteroidetes
	Antarctic bacterium
	AJ440977
	
	Bacteroidetes
	Flavobacterium sp.
	AM934679
	1249
	100%
	100%
	0

	QR1-7M3 
	1
	1
	0
	0
	0
	
	0.967
	0.822
	438
	Proteobacteria
	Achromobacter xylosoxidans
	DQ235080
	
	bacterium TG159
	AB308364
	1090
	100%
	95%
	0

	QR1-7M4 
	1
	1
	0
	0
	0
	
	0.965
	0.89
	390
	Proteobacteria
	Rhizobium tropici
	AY079180
	
	Proteobacteria
	Mesorhizobium loti
	AB680660
	1147
	100%
	97%
	0

	ZDRAA08 
	1
	0
	0
	1
	0
	
	0.994
	0.954
	1386
	Actinobacteria
	Pseudonocardia sp. 
	EF216360
	
	
	
	
	
	
	
	

	ZDRAB07 
	1
	0
	0
	1
	0
	
	0.916
	0.639
	1460
	Chlamydiae
	Parachlamydia acanthamoebae
	FR872580
	
	
	
	
	
	
	
	

	ZDRAC04 
	1
	0
	0
	1
	0
	
	0.978
	0.939
	1380
	Tenericutes
	Candidatus Phytoplasma fragariae
	HQ609492
	
	
	
	
	
	
	
	

	ZDRAD07 
	1
	0
	0
	1
	0
	
	0.92
	0.684
	1373
	Bacteroidetes
	Tuber borchii symbiont b-17BO
	AF070444
	
	
	
	
	
	
	
	

	ZDRAG05 
	2
	0
	1
	1
	0
	
	0.975
	0.897
	388
	Proteobacteria
	Rhizobiales bacterium
	FJ477671
	
	Proteobacteria
	Mesorhizobium sp.
	AF410896
	1144
	100%
	96%
	0

	ZDRBB05 
	2
	0
	0
	2
	0
	
	0.986
	0.893
	1340
	Proteobacteria
	Rhizobiales bacterium
	DQ490355
	
	
	
	
	
	
	
	

	ZDRWA08 
	1
	0
	0
	1
	0
	
	0.978
	0.917
	1325
	Proteobacteria
	Sphingobium sp.
	HQ260893
	
	
	
	
	
	
	
	

	ZDRWB01 
	1
	0
	0
	1
	0
	
	0.995
	0.949
	390
	Proteobacteria
	Rhizobium tropici
	AY079180
	
	Proteobacteria
	Rhizobium leguminosarum
	EU730602
	1138
	100%
	96%
	0

	ZDRWB02 
	1
	0
	0
	1
	0
	
	0.953
	0.867
	1409
	Tenericutes
	Candidatus Phytoplasma fragariae
	EF015582
	
	
	
	
	
	
	
	

	ZDRWB03 
	1
	0
	0
	1
	0
	
	0.956
	0.795
	1382
	Proteobacteria
	Candidatus Glomeribacter gigasporarum
	AJ251635
	
	Proteobacteria
	Candidatus Glomeribacter gigasporarum
	AJ251634
	1092
	100%
	95%
	0

	ZDRWC04 
	1
	0
	0
	1
	0
	
	0.864
	0.634
	1368
	Chloroflexi
	Kouleothrix aurantiaca 
	AB079639
	
	
	
	
	
	
	
	

	ZDRWC05 
	1
	0
	0
	1
	0
	
	0.989
	0.929
	1342
	Bacteroidetes
	Flavobacterium sp.
	HE819399
	
	
	
	
	
	
	
	

	ZDRWE12 
	1
	0
	0
	1
	0
	
	0.957
	0.844
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	ZDRWF06 
	1
	0
	0
	1
	0
	
	0.985
	0.784
	388
	Tenericutes
	Candidatus Phytoplasma solani
	DQ350615
	
	Tenericutes
	Candidatus Phytoplasma fragariae
	HQ609492 
	929
	100%
	91%
	0

	ZDRWG05 
	2
	1
	0
	1
	0
	
	0.984
	0.941
	558
	Proteobacteria
	Sphingomonas sp. 
	JF696956
	
	Proteobacteria
	Sphingomonas mali
	AB680884
	1219
	100%
	98%
	0

	ZDRWH11 
	1
	0
	0
	1
	0
	
	0.959
	0.818
	1394
	Bacteroidetes
	Sphingobacteria bacterium
	FR774778
	
	
	
	
	
	
	
	

	ZDRWH12 
	1
	0
	0
	1
	0
	
	0.988
	0.761
	331
	Tenericutes
	Iranian almond phytoplasma 
	FJ184384
	
	Tenericutes
	Candidatus Phytoplasma fragariae
	HQ599236 
	874
	100%
	90%
	0

	ZR1-1A11 
	2
	1
	1
	0
	0
	
	0.967
	0.883
	1329
	Proteobacteria
	bacterium Ellin332
	AF498714
	
	
	
	
	
	
	
	

	ZR1-1A12 
	4
	2
	2
	0
	0
	
	0.974
	0.863
	640
	unidentified bacterium
	
	EF606626
	
	Bacteroidetes
	Terrimonas sp.
	JN848793
	1146
	10%
	97%
	0

	ZR1-1A3 
	1
	0
	1
	0
	0
	
	0.95
	0.75
	1394
	Proteobacteria
	Haliangium tepidum
	AB062751
	
	
	
	
	
	
	
	

	ZR1-1A4 
	1
	0
	1
	0
	0
	
	0.99
	0.976
	419
	Proteobacteria
	beta proteobacterium
	EU180550
	
	Proteobacteria
	Rhizobacter sp.
	HE616174
	1147
	100%
	97%
	0

	ZR1-1A5 
	1
	0
	1
	0
	0
	
	0.945
	0.736
	1347
	Proteobacteria
	bacterium Ellin314
	AF498696
	
	Proteobacteria
	Dongia mobilis
	FJ455532
	1016
	100%
	93%
	0

	ZR1-1A7 
	1
	0
	1
	0
	0
	
	0.953
	0.858
	1403
	Bacteroidetes
	Pedobacter sp.
	DQ984208
	
	
	
	
	
	
	
	

	ZR1-1B12 
	1
	0
	1
	0
	0
	
	0.995
	0.942
	1407
	Actinobacteria
	Nocardia pseudovaccinii
	AF430046
	
	
	
	
	
	
	
	

	ZR1-1B3 
	1
	0
	1
	0
	0
	
	0.967
	0.852
	1077
	Proteobacteria
	Legionella sp.
	EU273861
	
	
	
	
	
	
	
	

	ZR1-1B5 
	3
	0
	3
	0
	0
	
	1
	1
	744
	Proteobacteria
	Acidovorax sp.
	AF506047
	
	
	
	
	
	
	
	

	ZR1-1B7 
	3
	0
	3
	0
	0
	
	0.97
	0.889
	1384
	Bacteroidetes
	Dyadobacter sp.
	EU373325
	
	
	
	
	
	
	
	

	ZR1-1B9 
	1
	0
	1
	0
	0
	
	0.97
	0.855
	1419
	Proteobacteria
	Bdellovibrio exovorus
	CP003537
	
	
	
	
	
	
	
	

	ZR1-1C10 
	1
	0
	1
	0
	0
	
	0.975
	0.889
	414
	Proteobacteria
	Comamonas sp.
	EU009436
	
	bacterium Ra11
	
	AB021362
	1114
	100%
	96%
	0

	ZR1-1C2 
	3
	0
	1
	2
	0
	
	0.992
	0.966
	1356
	Actinobacteria
	Actinoplanes ferrugineus
	AB048221
	
	
	
	
	
	
	
	

	ZR1-1C5 
	5
	2
	2
	0
	1
	
	1
	1
	1335
	Proteobacteria
	Rhizobium sp.
	AF511492
	
	
	
	
	
	
	
	

	ZR1-1C6 
	1
	0
	1
	0
	0
	
	0.959
	0.791
	636
	unidentified bacterium
	
	EF606593
	
	Bacteroidetes
	Pedobacter terricola
	NR_044219
	856
	100%
	89%
	0

	ZR1-1C7 
	3
	2
	1
	0
	0
	
	0.988
	0.926
	1355
	Proteobacteria
	alpha proteobacterium
	FJ711196
	
	
	
	
	
	
	
	

	ZR1-1D10 
	1
	0
	1
	0
	0
	
	0.963
	0.879
	1409
	Tenericutes
	Candidatus Phytoplasma fragariae
	EF015582
	
	
	
	
	
	
	
	

	ZR1-1D12 
	4
	0
	4
	0
	0
	
	0.998
	0.999
	1329
	Proteobacteria
	Sphingomonas sp.
	HQ231933
	
	
	
	
	
	
	
	

	ZR1-1D4 
	1
	0
	1
	0
	0
	
	0.902
	0.589
	591
	unidentified bacterium
	
	EF606407
	
	TM7 phylum sp. canine oral taxon 305
	JN713472
	778
	100%
	88%
	0

	ZR1-1D6 
	1
	0
	1
	0
	0
	
	0.98
	0.886
	594
	unidentified bacterium
	
	EF606515
	
	Bacteroidetes
	Bacteroidetes bacterium
	FN554384 
	1005
	98%
	94%
	0

	ZR1-1E1 
	1
	0
	1
	0
	0
	
	0.958
	0.882
	515
	Bacteroidetes
	Bacteroidetes bacterium
	FN554419
	
	Bacteroidetes
	Terrimonas sp.
	FJ772030
	1157
	96%
	98%
	0

	ZR1-1E2 
	1
	0
	1
	0
	0
	
	0.922
	0.646
	644
	unidentified bacterium
	
	EF606248
	
	Proteobacteria
	Desulfoglaeba alkanexedens
	NR_043705
	870
	100%
	89%
	0

	ZR1-1E4 
	2
	0
	2
	0
	0
	
	0.936
	0.778
	1372
	Actinobacteria
	Conexibacter arvalis
	AB597950
	
	
	
	
	
	
	
	

	ZR1-1E5 
	1
	0
	1
	0
	0
	
	0.938
	0.696
	1402
	Proteobacteria
	Thiorhodospira sibirica
	HQ877088
	
	
	
	
	
	
	
	

	ZR1-1F3 
	1
	0
	1
	0
	0
	
	0.969
	0.872
	1371
	Proteobacteria
	gamma proteobacterium
	AB174846
	
	Proteobacteria
	Pseudomonas sp.
	AB819482
	1151
	100%
	97%
	0

	ZR1-1F4 
	24
	5
	11
	6
	2
	
	1
	1
	554
	Proteobacteria
	Variovorax sp. 
	EF408852
	
	Proteobacteria
	Variovorax sp.
	JX067694
	1271
	100%
	99%
	0

	ZR1-1F5 
	3
	0
	2
	1
	0
	
	0.964
	0.863
	1394
	Proteobacteria
	Sphingomonas wittichii
	CP000699
	
	
	
	
	
	
	
	

	ZR1-1F6 
	13
	1
	11
	1
	0
	
	0.995
	0.978
	1356
	Proteobacteria
	Sphingomonas agrestis
	AY506539
	
	
	
	
	
	
	
	

	ZR1-1F7 
	3
	0
	3
	0
	0
	
	0.994
	0.96
	1370
	Proteobacteria
	beta proteobacterium
	AB552866
	
	
	
	
	
	
	
	

	ZR1-1G12 
	1
	0
	1
	0
	0
	
	1
	1
	493
	Proteobacteria
	Pseudoxanthomonas sp.
	DQ454128
	
	Proteobacteria
	Pseudoxanthomonas sp.
	JX174238
	1168
	100%
	97%
	0

	ZR1-1G3 
	1
	0
	1
	0
	0
	
	0.949
	0.808
	1386
	Proteobacteria
	gamma proteobacterium
	AB096215
	
	
	
	
	
	
	
	

	ZR1-1G5 
	1
	0
	1
	0
	0
	
	0.99
	0.953
	1283
	Proteobacteria
	Asticcacaulis sp.
	FN794207
	
	
	
	
	
	
	
	

	ZR1-1H3 
	1
	0
	1
	0
	0
	
	1
	1
	426
	Proteobacteria
	Pseudomonas sp. 
	AF297703
	
	Proteobacteria
	Pseudomonas sp.
	HE603518
	1151
	91%
	99%
	0

	ZR1-1H4 
	1
	0
	1
	0
	0
	
	0.957
	0.782
	229
	unidentified bacterium
	
	AB005841
	
	Proteobacteria
	alpha proteobacterium
	FJ711198
	1002
	100%
	93%
	0

	ZR1-1H5 
	1
	0
	1
	0
	0
	
	0.997
	0.981
	1394
	Actinobacteria
	Cellulomonas terrae
	AY884570
	
	
	
	
	
	
	
	

	ZR1-1I1 
	1
	0
	1
	0
	0
	
	0.98
	0.897
	1379
	Proteobacteria
	Dongia mobilis
	FJ455532
	
	
	
	
	
	
	
	

	ZR1-1I11 
	1
	0
	1
	0
	0
	
	0.964
	0.843
	1333
	Proteobacteria
	Devosia sp. 
	AB552853
	
	
	
	
	
	
	
	

	ZR1-1I4 
	2
	0
	2
	0
	0
	
	0.949
	0.837
	649
	unidentified bacterium
	
	EF606559
	
	Proteobacteria
	gamma proteobacterium
	FN554396
	1051
	100%
	94%
	0

	ZR1-1I7 
	1
	0
	1
	0
	0
	
	0.962
	0.774
	624
	unidentified bacterium
	
	EF606297
	
	Gemmatimonadetes
	Gemmatimonas aurantiaca
	NR_074708
	881
	100%
	90%
	0

	ZR1-1J1 
	1
	0
	1
	0
	0
	
	0.952
	0.754
	1421
	Proteobacteria
	Liberibacter crescens
	CP003789
	
	Proteobacteria
	Liberibacter crescens
	NR_102476
	1062
	100%
	94%
	0

	ZR1-1J12 
	1
	0
	1
	0
	0
	
	0.981
	0.872
	1422
	Gemmatimonadetes
	Gemmatimonas aurantiaca
	AP009153
	
	
	
	
	
	
	
	

	ZR1-1J6 
	1
	0
	1
	0
	0
	
	0.986
	0.86
	587
	unidentified bacterium
	
	EF606490
	
	Proteobacteria
	alpha proteobacterium
	AF236002
	926
	100%
	91%
	0

	ZR1-1J8 
	1
	0
	1
	0
	0
	
	0.944
	0.77
	1421
	Proteobacteria
	Liberibacter crescens
	CP003789
	
	Proteobacteria
	Kaistia sp.
	AM409363
	1035
	100%
	94%
	0

	ZR1-1K10 
	1
	0
	1
	0
	0
	
	0.851
	0.599
	1328
	Chloroflexi
	Roseiflexus castenholzii
	CP000804
	
	
	
	
	
	
	
	

	ZR1-1K2 
	3
	1
	2
	0
	0
	
	0.928
	0.736
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	ZR1-1K5 
	1
	0
	1
	0
	0
	
	0.942
	0.716
	450
	Proteobacteria
	Stenotrophomonas maltophilia
	AF533960
	
	bacterium IrT-JG-65/15
	AJ295691
	942
	100%
	91%
	0

	ZR1-1K8 
	2
	1
	1
	0
	0
	
	0.917
	0.717
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	ZR1-1L11 
	6
	0
	3
	2
	1
	
	0.998
	0.993
	1358
	Proteobacteria
	Afipia genosp.
	U87775
	
	
	
	
	
	
	
	

	ZR1-1L2 
	1
	0
	1
	0
	0
	
	0.98
	0.937
	1376
	Bacteroidetes
	Pedobacter sp.
	HM204919
	
	
	
	
	
	
	
	

	ZR1-1L4 
	1
	0
	1
	0
	0
	
	0.972
	0.82
	604
	unidentified bacterium
	
	EF606525
	
	Proteobacteria
	alpha proteobacterium
	DQ123621
	1112
	100%
	96%
	0

	ZR1-1L7 
	1
	0
	1
	0
	0
	
	0.946
	0.733
	633
	unidentified bacterium
	
	EF606210
	
	TM7 phylum sp. canine oral taxon 308
	JN713475
	955
	99%
	93%
	0

	ZR1-1L9 
	1
	0
	1
	0
	0
	
	0.966
	0.873
	1389
	Bacteroidetes
	Ferruginibacter alkalilentus
	FJ177530
	
	
	
	
	
	
	
	

	ZR1-3A1 
	3
	1
	2
	0
	0
	
	0.892
	0.636
	1385
	Bacteroidetes
	Actibacter sp.
	KC193210
	
	Bacteroidetes
	Lishizhenia caseinilytica
	NR_041043
	870
	100%
	90%
	0

	ZR1-3A3 
	1
	0
	1
	0
	0
	
	0.965
	0.803
	620
	unidentified bacterium
	
	EF606667
	
	Bacteroidetes
	Chitinophagaceae bacterium
	FJ263934
	1074
	100%
	95%
	0

	ZR1-3A6 
	1
	0
	1
	0
	0
	
	0.913
	0.677
	1374
	Proteobacteria
	Aquicella lusitana
	AY359282
	
	
	
	
	
	
	
	

	ZR1-3A7 
	1
	0
	1
	0
	0
	
	0.981
	0.879
	1329
	Nitrospira
	Nitrospira cf. moscoviensis
	AF155153
	
	
	
	
	
	
	
	

	ZR1-3A8 
	1
	0
	1
	0
	0
	
	0.983
	0.901
	1419
	Proteobacteria
	Lautropia mirabilis
	HF558380
	
	
	
	
	
	
	
	

	ZR1-3B4 
	2
	1
	1
	0
	0
	
	1
	0.99
	1337
	Actinobacteria
	Streptomyces phaeochromogenes
	AF500071
	
	
	
	
	
	
	
	

	ZR1-3B8 
	1
	0
	1
	0
	0
	
	0.934
	0.752
	1350
	Proteobacteria
	Neptuniibacter sp.
	GQ131677
	
	Proteobacteria
	Pseudomonas sp.
	EF554919
	994
	100%
	93%
	0

	ZR1-3C1 
	1
	0
	1
	0
	0
	
	0.99
	0.914
	651
	unidentified bacterium
	
	EF606625
	
	Proteobacteria
	gamma proteobacterium
	AB174846
	1062
	100%
	94%
	0

	ZR1-3C11 
	1
	0
	1
	0
	0
	
	0.95
	0.705
	658
	unidentified bacterium
	
	EF606152
	
	Eukaryota
	
	EU221518
	893
	99%
	90%
	0

	ZR1-3C2 
	2
	0
	2
	0
	0
	
	1
	0.971
	340
	Proteobacteria
	alpha proteobacterium
	AB107146
	
	Proteobacteria
	Sphingobium chungbukense
	EU679660
	1242
	100%
	99%
	0

	ZR1-3D2 
	1
	0
	1
	0
	0
	
	0.964
	0.949
	512
	Proteobacteria
	alpha proteobacterium
	FN554434
	
	Proteobacteria
	Rhizobium sp.
	JX292365
	1114
	95%
	97%
	0

	ZR1-3D5 
	3
	0
	3
	0
	0
	
	0.933
	0.741
	1394
	Proteobacteria
	gamma proteobacterium
	AB174844
	
	Proteobacteria
	Steroidobacter sp.
	AB548216
	1046
	100%
	94%
	0

	ZR1-3D8 
	2
	0
	2
	0
	0
	
	0.946
	0.713
	658
	unidentified bacterium
	
	EF606152
	
	Proteobacteria
	Legionella-like amoebal pathogen
	EF492067
	976
	100%
	92%
	0

	ZR1-3E7 
	3
	0
	3
	0
	0
	
	0.953
	0.853
	232
	unidentified bacterium
	
	AB005866
	
	TM7 phylum sp. canine oral taxon 308
	JN713475
	992
	100%
	94%
	0

	ZR1-3F1 
	1
	0
	1
	0
	0
	
	0.998
	0.965
	666
	unidentified bacterium
	
	EF606179
	
	Proteobacteria
	Dokdonella sp.
	AM981200
	1182
	100%
	97%
	0

	ZR1-3F3 
	1
	0
	1
	0
	0
	
	0.927
	0.708
	1374
	Proteobacteria
	Aquicella lusitana
	AY359282
	
	
	
	
	
	
	
	

	ZR1-3F8 
	1
	0
	1
	0
	0
	
	0.991
	0.936
	1322
	Proteobacteria
	Novosphingobium sp.
	HF548595
	
	
	
	
	
	
	
	

	ZR1-3F9 
	1
	0
	1
	0
	0
	
	0.942
	0.761
	230
	unidentified bacterium
	
	AB005849
	
	Verrucomicrobia
	 bacterium Ellin517
	AY960780
	994
	93%
	94%
	0

	ZR1-3G1 
	1
	0
	1
	0
	0
	
	0.991
	0.936
	1447
	Proteobacteria
	Methylovorus glucosetrophus
	CP001674
	
	
	
	
	
	
	
	

	ZR1-3G6 
	6
	1
	3
	2
	0
	
	0.989
	0.97
	1371
	Proteobacteria
	Caulobacter sp.
	DQ337549
	
	
	
	
	
	
	
	

	ZR1-3G7 
	2
	1
	1
	0
	0
	
	0.989
	0.933
	654
	unidentified bacterium
	
	EF606552
	
	TM7 phylum sp. canine oral taxon 308
	JN713475
	662
	99%
	85%
	0

	ZR1-3G9 
	2
	0
	2
	0
	0
	
	0.961
	0.773
	587
	unidentified bacterium
	
	EF606490
	
	Proteobacteria
	alpha proteobacterium
	AF236002
	909
	100%
	90%
	0

	ZR1-3H11 
	23
	0
	14
	9
	0
	
	0.975
	0.861
	1421
	Proteobacteria
	Liberibacter crescens
	CP003789
	
	Proteobacteria
	Liberibacter crescens
	NR_102476
	1166
	100%
	97%
	0

	ZR1-3H12 
	3
	0
	3
	0
	0
	
	0.884
	0.507
	1382
	unidentified bacterium
	
	AY344413
	
	Planctomycetes
	planctomycete GMD14H07
	AY162124
	706
	89%
	87%
	0

	ZR1-3I1 
	1
	0
	1
	0
	0
	
	0.876
	0.58
	555
	Acidobacteria
	Acidobacteriaceae bacterium
	EU780186
	
	bacterium MP-01
	JX420244
	845
	97%
	89%
	0

	ZR1-3I10 
	2
	0
	2
	0
	0
	
	0.997
	0.988
	1402
	Actinobacteria
	Arthrobacter sp.
	FJ654449
	
	
	
	
	
	
	
	

	ZR1-3I4 
	2
	1
	1
	0
	0
	
	0.963
	0.818
	1403
	Proteobacteria
	alpha proteobacterium
	AB794104
	
	
	
	
	
	
	
	

	ZR1-3I9 
	1
	0
	1
	0
	0
	
	0.902
	0.66
	1422
	Proteobacteria
	Sandaracinus amylolyticus
	HQ540311
	
	
	
	
	
	
	
	

	ZR1-3J10 
	3
	0
	2
	0
	1
	
	1
	0.991
	1387
	Proteobacteria
	Sphingomonas sp.
	AF157490
	
	
	
	
	
	
	
	

	ZR1-3J2 
	2
	1
	1
	0
	0
	
	0.942
	0.743
	1367
	Actinobacteria
	Conexibacter woesei
	AJ440237
	
	
	
	
	
	
	
	

	ZR1-3J9 
	3
	0
	3
	0
	0
	
	0.977
	0.9
	1319
	Proteobacteria
	Novosphingobium lentum
	AB682668
	
	
	
	
	
	
	
	

	ZR1-3K1 
	1
	0
	1
	0
	0
	
	0.943
	0.763
	1401
	Proteobacteria
	Myxococcales bacterium
	AB245340
	
	
	
	
	
	
	
	

	ZR1-3K2 
	1
	0
	1
	0
	0
	
	0.977
	0.849
	1284
	Proteobacteria
	Rhizobium sp. 
	JX292365
	
	
	
	
	
	
	
	

	ZR1-3K4 
	2
	0
	2
	0
	0
	
	0.998
	0.99
	1370
	Proteobacteria
	bacterium RBS4-49
	AJ536684
	
	Proteobacteria
	 Hydrogenophaga sp. 
	AB271047
	1264
	100%
	99%
	0

	ZR1-3M1 
	3
	0
	2
	1
	0
	
	0.975
	0.94
	1369
	Proteobacteria
	bacterium Ellin6067
	AY234719
	
	
	
	
	
	
	
	

	ZR1-3M4 
	2
	1
	1
	0
	0
	
	0.928
	0.675
	1378
	TM7 phylum sp. oral taxon 348
	GQ422738
	
	
	
	
	
	
	
	

	ZR1-3M6 
	1
	0
	1
	0
	0
	
	0.975
	0.886
	1384
	Proteobacteria
	gamma proteobacterium
	FN554395
	
	Proteobacteria
	gamma proteobacterium
	FN554396
	1173
	100%
	97%
	0

	ZR1-7A10 
	1
	0
	1
	0
	0
	
	0.898
	0.688
	384
	Bacteroidetes
	Flavobacterium succinicans
	AF060533
	
	Bacteroidetes
	Flavobacterium sp.
	JQ800033
	839
	100%
	89%
	0

	ZR1-7A11 
	4
	2
	1
	1
	0
	
	0.997
	0.953
	667
	unidentified bacterium
	
	EF606185
	
	Bacteroidetes
	Terrimonas sp.
	JN848793 
	1162
	100%
	97%
	0

	ZR1-7A5 
	1
	0
	1
	0
	0
	
	0.941
	0.773
	388
	Proteobacteria
	Rhizobiales bacterium
	FJ477671
	
	Proteobacteria
	Microvirga subterranea
	FR733708
	889
	100%
	90%
	0

	ZR1-7A6 
	1
	0
	1
	0
	0
	
	0.922
	0.669
	1408
	Bacteroidetes
	soil bacterium CHNTR54
	DQ337587
	
	Bacteroidetes
	Sphingobacteriaceae bacterium
	EU370955
	961
	100%
	92%
	0

	ZR1-7B12 
	7
	0
	4
	1
	2
	
	0.994
	0.937
	363
	Bacteroidetes
	Bacteroidetes bacterium
	FN554415
	
	Bacteroidetes
	Terrimonas sp.
	JN848793
	1162
	100%
	97%
	0

	ZR1-7C3 
	2
	0
	2
	0
	0
	
	0.986
	0.945
	1343
	Proteobacteria
	Devosia sp.
	EF540476
	
	
	
	
	
	
	
	

	ZR1-7C4 
	2
	0
	2
	0
	0
	
	0.998
	0.99
	1347
	Proteobacteria
	Caulobacter sp.
	AJ227760
	
	
	
	
	
	
	
	

	ZR1-7D11 
	1
	0
	1
	0
	0
	
	0.919
	0.735
	388
	Proteobacteria
	Rhizobiales bacterium
	FJ477671
	
	Proteobacteria
	Phyllobacterium sp.
	JN848778
	990
	100%
	92%
	0

	ZR1-7D9 
	1
	0
	1
	0
	0
	
	0.99
	0.852
	1190
	Tenericutes
	Candidatus Phytoplasma fragariae
	JX273478
	
	
	
	
	
	
	
	

	ZR1-7E1 
	1
	0
	1
	0
	0
	
	0.965
	0.858
	1357
	Proteobacteria
	bacterium Ellin6095
	AY234747
	
	
	
	
	
	
	
	

	ZR1-7G10 
	256
	0
	63
	181
	12
	
	0.998
	0.991
	1380
	Tenericutes
	Candidatus Phytoplasma fragariae
	HQ609492
	
	
	
	
	
	
	
	

	ZR1-7G6 
	1
	0
	1
	0
	0
	
	0.916
	0.697
	1389
	Proteobacteria
	Rhodomicrobium vannielii
	AB250621
	
	
	
	
	
	
	
	

	ZR1-7H9 
	3
	0
	3
	0
	0
	
	1
	1
	397
	Bacteroidetes
	maize root bacterium ZmrIs3AY
	AF226182
	
	Bacteroidetes
	Chryseobacterium sp.
	JQ660085
	1242
	100%
	99%
	0

	ZR1-7I11 
	1
	0
	1
	0
	0
	
	0.92
	0.692
	1349
	Bacteroidetes
	Tuber borchii symbiont b-1BO
	AF233293
	
	
	
	
	
	
	
	

	ZR1-7I7 
	6
	0
	5
	1
	0
	
	0.967
	0.866
	1340
	Proteobacteria
	alpha proteobacterium
	DQ664249
	
	Proteobacteria
	Sphingobium sp.
	JQ060960
	1166
	100%
	97%
	0

	ZR1-7J5 
	1
	0
	1
	0
	0
	
	1
	1
	397
	Bacteroidetes
	maize root bacterium ZmrIs3AY
	AF226182
	
	Bacteroidetes
	trichloroacetic-acid-degrading bacterium TCAA1
	AF532186
	1099
	100%
	96%
	0

	ZR1-7J8 
	1
	0
	1
	0
	0
	
	0.981
	0.887
	1322
	Proteobacteria
	Novosphingobium sp.
	HF548596
	
	
	
	
	
	
	
	

	ZR1-7K4 
	8
	1
	3
	0
	4
	
	0.989
	0.948
	1434
	Proteobacteria
	Bacillus sp.
	JQ435699
	
	Proteobacteria
	Leptothrix cholodnii
	NR_074623
	1208
	100%
	98%
	0

	ZR1-7L3 
	1
	0
	1
	0
	0
	
	0.947
	0.767
	1332
	Proteobacteria
	alpha proteobacterium
	FJ711199
	
	Proteobacteria
	alpha proteobacterium
	FJ711221
	1062
	100%
	95%
	0

	ZR1-7L8 
	64
	0
	64
	0
	0
	
	0.995
	0.964
	1424
	Tenericutes
	Candidatus Phytoplasma fragariae
	EU338445
	
	
	
	
	
	
	
	

	ZR4-1A11 
	1
	0
	0
	1
	0
	
	0.994
	0.941
	1409
	Proteobacteria
	Nordella oligomobilis
	AF370880
	
	
	
	
	
	
	
	

	ZR4-1A3 
	7
	0
	3
	3
	1
	
	1
	1
	1260
	Proteobacteria
	Agrobacterium vitis
	AY626396
	
	
	
	
	
	
	
	

	ZR4-1B2 
	4
	0
	0
	4
	0
	
	0.933
	0.759
	1368
	Chloroflexi
	Kouleothrix aurantiaca
	AB079639
	
	
	
	
	
	
	
	

	ZR4-1B5 
	2
	0
	1
	1
	0
	
	0.956
	0.717
	650
	unidentified bacterium
	
	EF606358
	
	Proteobacteria
	Sandaracinus amylolyticus
	HQ540311
	867
	100%
	89%
	0

	ZR4-1B8 
	1
	0
	0
	1
	0
	
	1
	0.925
	227
	Proteobacteria
	Agrobacterium tumefaciens
	AB186115
	
	Proteobacteria
	Ensifer sp. 
	EU928871
	1166
	100%
	97%
	0

	ZR4-1B9 
	1
	0
	0
	1
	0
	
	0.95
	0.838
	1404
	Actinobacteria
	Pseudonocardia sulfidoxydans
	Y08537
	
	Actinobacteria
	Nocardia sp.
	HQ157183
	1118
	100%
	96%
	0

	ZR4-1C8 
	1
	0
	0
	1
	0
	
	0.981
	0.911
	1384
	Bacteroidetes
	Chitinophaga sp.
	JF922313
	
	
	
	
	
	
	
	

	ZR4-1D12 
	1
	0
	0
	1
	0
	
	0.943
	0.852
	445
	Proteobacteria
	Caulobacter henricii
	AM262014
	
	Proteobacteria
	Caulobacter sp.
	AM921648
	1101
	100%
	95%
	0

	ZR4-1D3 
	2
	0
	1
	1
	0
	
	0.998
	0.985
	461
	Proteobacteria
	maize root bacterium ZmrIs13A
	AF226177
	
	Proteobacteria
	Stenotrophomonas chelatiphaga
	GU945536
	1229
	100%
	99%
	0

	ZR4-1D7 
	1
	0
	0
	1
	0
	
	0.969
	0.842
	1379
	Actinobacteria
	Kineosporia rhamnosa
	AB003935
	
	
	
	
	
	
	
	

	ZR4-1E12 
	1
	0
	0
	1
	0
	
	0.931
	0.629
	1339
	Proteobacteria
	Holosporaceae bacterium
	HM138368
	
	
	
	
	
	
	
	

	ZR4-1E3 
	3
	0
	0
	3
	0
	
	1
	1
	1369
	Proteobacteria
	Agrobacterium tumefaciens
	AJ389897
	
	
	
	
	
	
	
	

	ZR4-1F10 
	1
	0
	0
	1
	0
	
	0.922
	0.719
	1362
	Proteobacteria
	Hyphomicrobium sp.
	FJ711209
	
	
	
	
	
	
	
	

	ZR4-1F3 
	1
	0
	0
	1
	0
	
	0.954
	0.826
	1233
	Bacteroidetes
	Bacteroidetes bacterium
	FN554384
	
	Bacteroidetes
	Bacteroidetes bacterium
	AB539997 
	1085
	95%
	97%
	0

	ZR4-1F4 
	1
	0
	0
	1
	0
	
	0.957
	0.789
	284
	Bacteroidetes
	Cytophaga sp.
	AJ224412
	
	Bacteroidetes
	Dyadobacter sp.
	HQ231938
	937
	93%
	93%
	0

	ZR4-1F6 
	3
	0
	0
	3
	0
	
	0.977
	0.872
	1376
	Actinobacteria
	Actinomadura sp.
	FJ529711
	
	
	
	
	
	
	
	

	ZR4-1G10 
	3
	0
	1
	2
	0
	
	0.958
	0.714
	650
	unidentified bacterium
	
	EF606358
	
	Proteobacteria
	Sandaracinus amylolyticus
	HQ540311
	854
	100%
	89%
	0

	ZR4-1G12 
	4
	1
	0
	3
	0
	
	1
	0.99
	1384
	Proteobacteria
	Rhodopseudomonas sp.
	AJ968691
	
	
	
	
	
	
	
	

	ZR4-1G3 
	11
	1
	2
	2
	6
	
	0.994
	0.965
	1364
	Proteobacteria
	Methylibium sp.
	FJ615290
	
	
	
	
	
	
	
	

	ZR4-1G5 
	2
	1
	0
	1
	0
	
	0.927
	0.671
	255
	unidentified bacterium
	
	AB005858
	
	TM7 phylum sp. canine oral taxon 250
	JN713414
	832
	99%
	89%
	0

	ZR4-1G7 
	1
	0
	0
	1
	0
	
	0.929
	0.747
	664
	unidentified bacterium
	
	EF606393
	
	Proteobacteria
	bacterium Ellin6067
	AY234719
	896
	100%
	90%
	0

	ZR4-1H4 
	2
	1
	0
	1
	0
	
	0.997
	0.981
	1396
	Proteobacteria
	Sinorhizobium sp.
	AJ012210
	
	
	
	
	
	
	
	

	ZR4-1H5 
	1
	0
	0
	1
	0
	
	0.967
	0.85
	1355
	Bacteroidetes
	Ohtaekwangia koreensis
	GU117702
	
	
	
	
	
	
	
	

	ZR4-1H8 
	9
	7
	0
	1
	1
	
	0.998
	0.991
	1356
	Proteobacteria
	Bradyrhizobium japonicum
	AB072414
	
	
	
	
	
	
	
	

	ZR4-1H9 
	1
	0
	0
	1
	0
	
	0.975
	0.885
	1409
	Actinobacteria
	Actinocorallia glomerata
	AJ293704
	
	
	
	
	
	
	
	

	ZR4-1I1 
	2
	0
	1
	1
	0
	
	0.984
	0.932
	1332
	Proteobacteria
	Sphingomonas sp.
	AB518068
	
	
	
	
	
	
	
	

	ZR4-1I4 
	1
	0
	0
	1
	0
	
	0.986
	0.953
	1337
	Proteobacteria
	Devosia ginsengisoli
	AB271045
	
	
	
	
	
	
	
	

	ZR4-1I5 
	1
	0
	0
	1
	0
	
	0.874
	0.615
	1349
	Acidobacteria
	Acidobacteria bacterium
	AY673303
	
	
	
	
	
	
	
	

	ZR4-1J1 
	3
	0
	0
	2
	1
	
	1
	1
	1396
	Proteobacteria
	Polaromonas ginsengisoli
	AB245355
	
	
	
	
	
	
	
	

	ZR4-1J11 
	1
	0
	0
	1
	0
	
	0.93
	0.733
	1360
	Proteobacteria
	Oceanibaculum pacificum
	FJ463255
	
	
	
	
	
	
	
	

	ZR4-1J12 
	2
	0
	1
	1
	0
	
	0.997
	0.972
	1381
	Actinobacteria
	Mycobacterium sp. 
	DQ448716
	
	
	
	
	
	
	
	

	ZR4-1J4 
	1
	0
	0
	1
	0
	
	0.961
	0.829
	1357
	Proteobacteria
	bacterium Ellin6095
	AY234747
	
	
	
	
	
	
	
	

	ZR4-1J7 
	1
	0
	0
	1
	0
	
	0.949
	0.829
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	ZR4-1J8 
	1
	0
	0
	1
	0
	
	0.929
	0.719
	1310
	Actinobacteria
	Actinoplanes sp.
	GU723671
	
	
	
	
	
	
	
	

	ZR4-1J9 
	1
	0
	0
	1
	0
	
	0.958
	0.826
	419
	Proteobacteria
	beta proteobacterium
	EU180550
	
	Proteobacteria
	Rhizobium sp.
	HQ386803
	998
	99%
	93%
	0

	ZR4-1K2 
	1
	0
	0
	1
	0
	
	0.92
	0.752
	1376
	Proteobacteria
	Afipia lausannensis
	DQ123622
	
	
	
	
	
	
	
	

	ZR4-1K4 
	2
	0
	0
	2
	0
	
	0.995
	0.953
	1365
	Actinobacteria
	Virgisporangium ochraceum
	AB546280
	
	
	
	
	
	
	
	

	ZR4-1L1 
	1
	0
	0
	1
	0
	
	0.964
	0.828
	1474
	Proteobacteria
	Polyangium fumosum
	GU207879
	
	
	
	
	
	
	
	

	ZR4-1L10 
	1
	0
	0
	1
	0
	
	0.984
	0.93
	1339
	Proteobacteria
	Phenylobacterium lituiforme
	AY534887
	
	
	
	
	
	
	
	

	ZR4-1L12 
	1
	0
	0
	1
	0
	
	0.913
	0.633
	1374
	Proteobacteria
	Aquicella lusitana
	AY359282
	
	
	
	
	
	
	
	

	ZR4-1L4 
	2
	1
	0
	1
	0
	
	0.992
	0.945
	1328
	Proteobacteria
	Sphingosinicella sp. 
	JQ349043
	
	Proteobacteria
	Novosphingobium sp.
	D84626
	1127
	100%
	96%
	0

	ZR4-1L5 
	2
	1
	0
	1
	0
	
	0.918
	0.652
	1397
	Proteobacteria
	Geobacter pelophilus
	U96918
	
	
	
	
	
	
	
	

	ZR4-1L6 
	1
	0
	0
	1
	0
	
	0.997
	0.937
	414
	Proteobacteria
	Bradyrhizobium japonicum
	AB186116
	
	Proteobacteria
	Bradyrhizobium sp. 
	HE576470
	987
	100%
	92%
	0

	ZR4-1L8 
	1
	0
	0
	1
	0
	
	0.993
	0.97
	633
	Proteobacteria
	Sphingomonas sp.
	AY364029
	
	Proteobacteria
	Sphingomonas sp.
	KC986988
	1236
	100%
	99%
	0

	ZR4-1M7 
	2
	0
	1
	1
	0
	
	0.97
	0.811
	952
	unidentified bacterium
	
	AY344423
	
	Actinobacteria
	Ilumatobacter nonamiensis
	AB360345
	1105
	100%
	95%
	0

	ZR4-1M9 
	1
	0
	0
	1
	0
	
	0.996
	0.828
	308
	unidentified bacterium
	
	Z93963
	
	Proteobacteria
	Variovorax sp.
	AB552857
	1064
	100%
	95%
	0

	ZR4-1N1 
	1
	0
	0
	1
	0
	
	0.972
	0.886
	1381
	Actinobacteria
	Saccharothrix sp.
	AF328672
	
	
	
	
	
	
	
	

	ZR4-1N10 
	3
	0
	0
	3
	0
	
	0.995
	0.966
	1330
	Actinobacteria
	Lentzea waywayandensis
	EU570361
	
	
	
	
	
	
	
	

	ZR4-1O1 
	1
	0
	0
	1
	0
	
	0.934
	0.724
	644
	unidentified bacterium
	
	EF606248
	
	Proteobacteria
	bacterium B20
	DQ238252
	806
	89%
	90%
	0

	ZR4-1O11 
	2
	0
	1
	1
	0
	
	0.97
	0.852
	1338
	Proteobacteria
	Devosia sp. 
	KC464836
	
	
	
	
	
	
	
	

	ZR4-1O2 
	1
	0
	0
	1
	0
	
	0.974
	0.873
	1322
	Bacteroidetes
	Ferruginibacter sp. 
	KC690144
	
	
	
	
	
	
	
	

	ZR4-1O9 
	1
	0
	0
	1
	0
	
	0.972
	0.901
	1397
	Firmicutes
	Pasteuria penetrans
	HQ849359
	
	Firmicutes
	Pasteuria penetrans
	HQ849362
	1157
	92%
	99%
	0

	ZR4-1P1 
	1
	0
	0
	1
	0
	
	0.949
	0.759
	220
	unidentified bacterium
	
	AB005869
	
	Proteobacteria
	alpha proteobacterium
	DQ123619
	1055
	100%
	94%
	0

	ZR4-1P2 
	1
	0
	0
	1
	0
	
	0.98
	0.94
	451
	Proteobacteria
	Mesorhizobium sp.
	EU359718
	
	Proteobacteria
	Mesorhizobium sp.
	AF410897
	1153
	100%
	97%
	0

	ZR4-1P5 
	3
	0
	1
	2
	0
	
	0.998
	0.991
	1356
	Bacteroidetes
	Chitinophaga sp.
	EU828457
	
	
	
	
	
	
	
	

	ZR4-1P6 
	56
	31
	11
	9
	5
	
	1
	1
	1362
	Proteobacteria
	Bradyrhizobium elkanii
	AB072423
	
	
	
	
	
	
	
	

	ZR4-1P7 
	1
	0
	0
	1
	0
	
	0.911
	0.684
	1439
	Proteobacteria
	Bdellovibrio bacteriovorus
	BX842601
	
	
	
	
	
	
	
	

	ZR4-1P8 
	3
	0
	1
	2
	0
	
	0.942
	0.744
	1357
	Actinobacteria
	bacterium Ellin5273
	AY234624
	
	
	
	
	
	
	
	

	ZR4-3A1 
	7
	2
	0
	3
	2
	
	0.998
	0.99
	1433
	Proteobacteria
	Methylibium sp. 
	JX402118
	
	
	
	
	
	
	
	

	ZR4-3A10 
	1
	0
	0
	1
	0
	
	0.985
	0.988
	412
	Proteobacteria
	maize root bacterium ZmrIs25
	AF226189
	
	Proteobacteria
	Massilia namucuonensis
	JF799985
	1109
	100%
	96%
	0

	ZR4-3A9 
	1
	0
	0
	1
	0
	
	0.958
	0.841
	1362
	Proteobacteria
	Hyphomicrobium sp.
	FJ711209
	
	
	
	
	
	
	
	

	ZR4-3B10 
	2
	1
	0
	1
	0
	
	0.957
	0.832
	1280
	Chloroflexi
	green non-sulfur bacterium AK-6
	AB079644
	
	
	
	
	
	
	
	

	ZR4-3B12 
	6
	0
	2
	4
	0
	
	0.989
	0.956
	574
	Proteobacteria
	alpha proteobacterium
	FN554407
	
	Proteobacteria
	Sphingomonas sp.
	AY026948
	1225
	100%
	98%
	0

	ZR4-3B7 
	1
	0
	0
	1
	0
	
	0.97
	0.788
	1394
	Actinobacteria
	actinobacterium
	FJ405887
	
	
	
	
	
	
	
	

	ZR4-3B9 
	1
	0
	0
	1
	0
	
	0.931
	0.84
	418
	Proteobacteria
	Agrobacterium tumefaciens
	DQ335112
	
	Proteobacteria
	Agrobacterium tumefaciens
	AB247609
	1022
	100%
	93%
	0

	ZR4-3C10 
	1
	0
	0
	1
	0
	
	0.955
	0.813
	363
	Bacteroidetes
	Bacteroidetes bacterium
	FN554415
	
	Bacteroidetes
	Flavisolibacter sp.
	HM130561
	1037
	99%
	94%
	0

	ZR4-3C11 
	1
	0
	0
	1
	0
	
	0.993
	0.946
	316
	Proteobacteria
	Pseudomonas sp. 
	EU599183
	
	Proteobacteria
	Brevundimonas sp.
	AF430126
	1033
	100%
	94%
	0

	ZR4-3C7 
	3
	1
	0
	2
	0
	
	0.992
	0.947
	225
	unidentified bacterium
	
	AB005833
	
	Proteobacteria
	Pelomonas saccharophila
	AF368755
	1103
	100%
	96%
	0

	ZR4-3D10 
	14
	3
	6
	5
	0
	
	1
	1
	1401
	Proteobacteria
	Pseudomonas vancouverensis
	AJ011507
	
	
	
	
	
	
	
	

	ZR4-3D7 
	2
	0
	0
	2
	0
	
	0.973
	0.851
	1405
	Bacteroidetes
	Terrimonas sp.
	JN848793
	
	
	
	
	
	
	
	

	ZR4-3D8 
	1
	0
	0
	1
	0
	
	0.99
	0.863
	227
	Proteobacteria
	Agrobacterium tumefaciens
	AB186115
	
	Proteobacteria
	Prosthecomicrobium sp. 
	GQ221768
	1103
	100%
	96%
	0

	ZR4-3E10 
	1
	0
	0
	1
	0
	
	0.945
	0.777
	654
	unidentified bacterium
	
	EF606383
	
	Proteobacteria
	Steroidobacter sp. 
	AB548216
	1027
	100%
	93%
	0

	ZR4-3E5 
	1
	0
	0
	1
	0
	
	0.983
	0.914
	1388
	Proteobacteria
	Labrys wisconsinensis
	EF382666
	
	
	
	
	
	
	
	

	ZR4-3F10 
	1
	0
	0
	1
	0
	
	0.95
	0.84
	649
	unidentified bacterium
	
	EF606559
	
	Proteobacteria
	gamma proteobacterium
	FN554396
	920
	91%
	93%
	0

	ZR4-3F11 
	1
	0
	0
	1
	0
	
	0.992
	0.971
	241
	unidentified bacterium
	
	AB005843
	
	Proteobacteria
	bacterium Ellin339
	AF498721
	1026
	100%
	94%
	0

	ZR4-3F12 
	1
	0
	0
	1
	0
	
	0.978
	0.863
	1321
	Proteobacteria
	Bradyrhizobium sp.
	AY238503
	
	
	
	
	
	
	
	

	ZR4-3F3 
	1
	0
	0
	1
	0
	
	0.98
	0.86
	643
	unidentified bacterium
	
	EF606628
	
	Proteobacteria
	Denitratisoma sp. 
	AB542411
	1081
	100%
	95%
	0

	ZR4-3F6 
	1
	0
	0
	1
	0
	
	0.968
	0.935
	417
	Proteobacteria
	maize root bacterium ZmrIs7
	AF226172
	
	Proteobacteria
	Rhizobium sp. 
	EU584258
	1125
	100%
	96%
	0

	ZR4-3F9 
	1
	0
	0
	1
	0
	
	0.945
	0.783
	1297
	Bacteroidetes
	Hymenobacter sp.
	JQ608322
	
	Bacteroidetes
	Hymenobacter sp.
	JQ608322
	1000
	93%
	95%
	0

	ZR4-3G10 
	1
	0
	0
	1
	0
	
	0.962
	0.847
	1404
	Proteobacteria
	Alcaligenaceae bacterium
	DQ196633
	
	Proteobacteria
	Alcaligenaceae bacterium
	DQ196633
	1140
	100%
	97%
	0

	ZR4-3G5 
	14
	0
	2
	11
	1
	
	1
	0.972
	1391
	Proteobacteria
	Burkholderia sp. 
	AM922178
	
	Proteobacteria
	Janthinobacterium sp.
	AJ551147
	1242
	100%
	99%
	0

	ZR4-3G9 
	1
	0
	0
	1
	0
	
	0.985
	0.96
	202
	Proteobacteria
	Janthinobacterium sp.
	DQ268813
	
	Proteobacteria
	Oxalobacteraceae bacterium
	FJ005009
	1059
	100%
	95%
	0

	ZR4-3H1 
	2
	0
	0
	2
	0
	
	0.989
	0.936
	1352
	Actinobacteria
	Pseudonocardia babensis
	AB514449
	
	
	
	
	
	
	
	

	ZR4-3H11 
	3
	1
	1
	1
	0
	
	0.995
	0.943
	668
	unidentified bacterium
	
	EF606183
	
	Proteobacteria
	Hyphomicrobium vulgare
	AB543807
	1212
	100%
	98%
	0

	ZR4-3H2 
	1
	0
	0
	1
	0
	
	0.986
	0.873
	403
	Proteobacteria
	Sphingomonas sp.
	U73007
	
	Proteobacteria
	Sphingomonas sp.
	HM241216
	1062
	100%
	94%
	0

	ZR4-3H4 
	2
	0
	0
	2
	0
	
	0.97
	0.921
	202
	Proteobacteria
	Janthinobacterium sp. 
	DQ268813
	
	Proteobacteria
	Variovorax sp.
	DQ413166
	1092
	100%
	95%
	0

	ZR4-3H8 
	2
	0
	0
	2
	0
	
	0.952
	0.824
	493
	Proteobacteria
	Variovorax sp.
	EF408853
	
	Proteobacteria
	Acidovorax wohlfahrtii
	KC178583
	1133
	100%
	96%
	0

	ZR4-3I1 
	1
	0
	0
	1
	0
	
	0.96
	0.832
	327
	Proteobacteria
	bacterium 3A8
	FJ348455
	
	Proteobacteria
	Starkeya sp.
	JQ659974
	935
	99%
	91%
	0

	ZR4-3I10 
	1
	0
	0
	1
	0
	
	0.97
	0.851
	1372
	Actinobacteria
	Conexibacter arvalis
	AB597950
	
	
	
	
	
	
	
	

	ZR4-3I11 
	1
	0
	0
	1
	0
	
	0.911
	0.691
	1355
	Gemmatimonadetes
	bacterium Ellin5220
	AY234571
	
	
	
	
	
	
	
	

	ZR4-3I12 
	1
	0
	0
	1
	0
	
	1
	1
	386
	Proteobacteria
	Pseudomonas taetrolens
	AJ288293
	
	Proteobacteria
	Pseudomonas sp. 
	KC733809
	1214
	100%
	98%
	0

	ZR4-3I3 
	2
	0
	0
	2
	0
	
	0.997
	0.978
	1351
	Bacteroidetes
	Chitinophaga arvensicola
	AB681047
	
	
	
	
	
	
	
	

	ZR4-3I5 
	1
	0
	0
	1
	0
	
	0.975
	0.983
	417
	Proteobacteria
	maize root bacterium ZmrIs7
	AF226172
	
	Proteobacteria
	Sphingomonas sp. 
	EU423303
	1075
	100%
	95%
	0

	ZR4-3I7 
	1
	0
	0
	1
	0
	
	0.91
	0.645
	1372
	Actinobacteria
	Conexibacter arvalis
	AB597950
	
	
	
	
	
	
	
	

	ZR4-3I8 
	4
	0
	3
	1
	0
	
	0.997
	0.972
	1363
	Proteobacteria
	Hyphomicrobium zavarzinii
	Y14306
	
	
	
	
	
	
	
	

	ZR4-3J1 
	1
	0
	0
	1
	0
	
	0.87
	0.61
	308
	Proteobacteria
	Bradyrhizobium sp. 
	AB072345
	
	Proteobacteria
	myxobacterium AT1-01
	AB246771
	769
	89%
	89%
	0

	ZR4-3J12 
	1
	0
	0
	1
	0
	
	0.959
	0.878
	1401
	Proteobacteria
	Sphingomonas formosensis
	HM193517
	
	
	
	
	
	
	
	

	ZR4-3J4 
	1
	0
	0
	1
	0
	
	0.958
	0.874
	1397
	Actinobacteria
	Angustibacter luteus
	AB512285
	
	
	
	
	
	
	
	

	ZR4-3J7 
	1
	0
	0
	1
	0
	
	0.978
	0.916
	1391
	Proteobacteria
	Burkholderia sp. 
	AM922178
	
	Proteobacteria
	Janthinobacterium sp.
	AJ551147
	1157
	100%
	97%
	0

	ZR4-3J8 
	1
	0
	0
	1
	0
	
	0.994
	0.964
	1313
	Proteobacteria
	Sphingobium sp.
	HQ667767
	
	
	
	
	
	
	
	

	ZR4-3J9 
	1
	0
	0
	1
	0
	
	0.977
	0.892
	1384
	Actinobacteria
	Lechevalieria aerocolonigenes
	AB024287
	
	
	
	
	
	
	
	

	ZR4-3K11 
	7
	2
	0
	4
	1
	
	0.998
	0.985
	1361
	Actinobacteria
	Actinoplanes brasiliensis
	X93185
	
	
	
	
	
	
	
	

	ZR4-3K12 
	1
	0
	0
	1
	0
	
	0.969
	0.855
	241
	unidentified bacterium
	
	AB005843
	
	Proteobacteria
	Bradyrhizobiaceae bacterium
	HM136777
	900
	100%
	90%
	0

	ZR4-3K2 
	1
	0
	0
	1
	0
	
	0.964
	0.866
	514
	unidentified bacterium
	
	EF606270
	
	Actinobacteria
	Conexibacter arvalis
	AB597951
	1061
	100%
	94%
	0

	ZR4-3K4 
	2
	0
	0
	2
	0
	
	0.983
	0.923
	1504
	Proteobacteria
	Janthinobacterium sp.
	AJ551147
	
	
	
	
	
	
	
	

	ZR4-3K8 
	1
	0
	0
	1
	0
	
	0.92
	0.696
	1314
	Proteobacteria
	Elioraea tepidiphila
	EF519867
	
	
	
	
	
	
	
	

	ZR4-3L1 
	1
	0
	0
	1
	0
	
	0.953
	0.775
	1372
	Actinobacteria
	Conexibacter arvalis
	AB597950
	
	
	
	
	
	
	
	

	ZR4-3L10 
	1
	0
	0
	1
	0
	
	0.936
	0.755
	1297
	Bacteroidetes
	Hymenobacter sp.
	JQ608322
	
	
	
	
	
	
	
	

	ZR4-3L11 
	1
	0
	0
	1
	0
	
	0.987
	0.927
	316
	Proteobacteria
	Pseudomonas sp.
	EU599183
	
	Proteobacteria
	Burkholderia sp.
	AY839565
	955
	100%
	92%
	0

	ZR4-3L6 
	1
	0
	0
	1
	0
	
	0.948
	0.805
	1342
	Proteobacteria
	Methylibium sp.
	HM156141
	
	
	
	
	
	
	
	

	ZR4-3M4 
	1
	0
	0
	1
	0
	
	0.902
	0.617
	274
	Proteobacteria
	Vibrio sp. 
	DQ005887
	
	Proteobacteria
	Halomonas titanicae
	KC420683
	880
	100%
	90%
	0

	ZR4-3M6 
	1
	0
	0
	1
	0
	
	0.967
	0.879
	554
	Proteobacteria
	Variovorax sp.
	EF408852
	　
	Proteobacteria
	Limnohabitans sp.
	HE600688
	1133
	100%
	96%
	0

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	


