
	
	
Fig.  S1 Species tree generated from SVD Quartets using the complete genome RNA1 
of sweet potato chlorotic stunt virus (SPCSV VIRUS) sequences with bootstrap 
support of branches.  
	
 
	
	
	
	
	
	
	
	
	
	
	
	
	

SPCSV AJ428555 Uganda

SPCSV NC 004124 Uganda

SPCSV SRF109a Kenya

SPCSV KC146843 China

SPCSV KC146841 China

SPCSV KC888961 China

SPCSV KC888962 China

SPCSV KT511274 Spain
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