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MLALLDRLEDPKRPLLGPNVKALKFWGLLLPKNLALKYFYLLMHVLVTIFTATEYVDVWFVKNDLNLLLNNLKITMLATMSVIKVTTFLTWQKHWQGIIDYVTRADLAQRVTTDETKNDLLAKYTSYCRKITYSYWSLMYTTVVIVMFQPVFKYFLSSSYRENVKMGTESYLQVVSSWLPFNKNTIPGHLAASAIQSYAAIYGGGWITSFDSNAMVIMVFFRTELELLKIDCANIFGSNDAQVSDGVAFKRLVECYKRHVELVKYSKLFDSCLSPIMLLYMFVCSVMLCVTAYQITSETSAMQRFLTTEYLVFGVAQLFIYCWHSNDVLYASLQLSQGPYESTWWMRHVSHRKNLFLLTGQFGKTIVFSAGPFTKLTVATFISILKGAYSYYTLLSKSQIKD
>CpunOR14
MVTLKHFWRKLTHTKALENSSGQLEMAFFETVYRVSYITGFSAADHDIPYMIYSTTVKLLITMLVCAEMWYAFTETSSLDGIAASINTALIQLITMYRYGKMLYHKDVYRKLAMSMESPYFDISTEQRRNLVDYWAKKNDNYLKLLLFLGNCSLAFWFVYPLLDELEYNLFIAIRLPFDHSSPKNYVLAYFFAITTFAYMSHFVMGNDLLMQAHLLHLVCQFTVLSDCFENIVEDCTKEFKDADINSLIRNEVFQRVYKNRLRDMVNQHRSILSHVMELRDALSGPMLGQLAASGILICFLGYQTATTGVGNVTKFLMSLLFLGYNLFEFYIICRWCEEITVQSEKVGEAAYCSNWECGLTVIPGVKSCLLLVIARATKPVVMTAGGMYNLS
LMSYSSLVKASYSALTVLLRTRQD
>CpunOR15
MEFKQIDCFDRNKKFWKFLGLYPDIDIWPYYHYYSIFFIFFVIILYDFLLSINFYFLPRQLDSFIEEMLFYFMELAVTSKVFTFFFQRGKISKALASLESDIFQPTTNEGVEIINKAKKFNVRYWKIVAVVSTTSNFTHVLTPFFVHLFLPVKLELPVCSYSFLSEDTIQRFVYPIFVYQGIGMHFHMWCNVNIDTFFLGVMIFAIAQLDILDIKLRSLTDNIAEDTDVDKNLNLKLNEAINHYSEVVKFCYLIQDIFSVTLFVQFSMASCIICVCLFRFTLPATADYYVFLATYMFIMIIQIMVPCWFGTRIMDKSCLLASAIYSTDWTPRSKRFKSSLRILVERLNHPISIVGGKMFPLSLETFTSIMNSAYSFFTLLRHMQTRDR
>CpunOR16
MWQSARKFGLEHCDLETMLQNVNLLMRTLTLNIDSQNKKPIPWVYYLVTLVLGLCYYYVFLFCMAWVVAWRSRQTGDWLGATIVASLGITSEIGTTKLLYMILYIRQIRELVDLYRECDKLVSPESRFADNLLKTLKVVKKRAIFFWMVLVGNGVAYICRPFLRPGRHLLEDSFTIYGFEPKFESPNYEISNLLLSGGIVFVVYLPSNISAFLIIITGYTEAQMIALSEEMLNLWDEAQRHYQHRAAAFATSSVLIQSREVKWQEYTVKKEIVNEYIRSHLREIIKMHRTNIFIVQKVENVYRNLIAAEFILLTFGITVELLGRLENTYLQIPFALMQVAMDCYCGQKVMDASVVFENAVYACQWENFDVDNMKTVLVMLQMSQKTMRLSAGGVTMLSFTSLASVIRIIYSGYTALRQLY
>CpunOR18
PLKIVACWDWYRRPQTDREIIINNVYLCLVLFVLVNVPTSLYVHLYLDWVDIMTSLHKLADCLPFIVSIVIVIYFSIYRKELYELTDFMMENFKYRSANGLTNMTMLNSYKKAKGFARFYTACTLFSVTMYTLPEIVNWWTDQPLLSHLYMDVTRSPFFE
FTFMRQFLSQAFVGLAMGQFGVFFAANSILLCGQLDLVCCSLRNARYTALLRSGAAHAALARAHADVLLDERHSYIYNVAEMKESAYHYDQKMSRIFTDRRTHFDLYSAEFDAATCAALRECARVCGAANRYRERFERFASPLLALRVVQVTLYLCMLLYAATAKFDMVTVEYLAAVALDTFVYCFYGTQIIIQADRVTTAAYQSAWPAMGATPRRLLLNILLANRRPVAVRAGMFLPMDLHTFVVIIKTSFSYYTLLVNVNEK
>CpunOR19
MDGFEIYHKEFLKPLIVTLKMLNQFNVRFCSSEVPFLTRNWRFFYLVPLWILHIISLMSFIVNLIMEGNDPFEEAYMIPICIISFEHCIKMCILMKKREEIRDVITNIGNIWRSTGLTDDQKKTKEEILKKLYNAGLVFNNIGIAVTIQYLMVPLFETLVRRLILKQEVELMLPLTIIYPFEIKTWPLYLVIYGFQVYSLLCAACVYLGFGWLLVVLTCYLNIQFLLLQEDLIHVKPETSNRLSYLPEEEGEITQYWEPSPFGIDDFVRQHQTVILLTDKLNAAVNKITFTIILFATLNISFFAIAVKASAGAVDMVNNFGAIIVIMMNIFILCYCSQLLSSSSSGIALAAGKNLWYKGDLSYQTKIRFIMMRSQKPCSLTSLDFSPIGLETFNKVLKTTWSYFSLASQMYDERY
>CpunOR20
MVLRFRNLTKCHFSISKLLNLIEDKRYPCLGPHIWMLNLGCLWNSKTNKFKKFTLYFAVCFFISQYVKCVIKHKPSDLKLILRHASFHLGIVKACFFLKNYKKWENLIDYISTIERNQIADGNIDKMEIITEYIKRDRRITYFFWALGFIAILGIFTEPYLLNEKAINGTAGVYVNVIDGYIPYGGEPPGYYISMFIQTVLGFIVSAVVLGWDTLVCAIMICLCGQLRIMRWNCANMIDVNDTEKSRSNIAECHRKHVTLVMYQRLFNSLISPPMFIYLIVVSIYLGISIMEIVKLANDLNTLISSFVYLCASLTQLLLFYWHSNDVDLQSTMVSYGVFESDWVGMDVRCQREVMLLGYTTRTRLVFYAGPFNEMTLATFIGILRLTYSLFTLLSSTSG
>CpunOR21
MTSLAGGSVAPHLRVLRLVGFCRLRAPAGRAAPGLARRLHGLYCWFALAATSFYVLQQGIYAYQERHDMVKLSRVLFVLLCHCTCISKQVVFHAHAPQIDALIRSLDQPLFNQGGAAREALLRRAAARAARVLRAYYGCGIATCVLWTAFPVIYRLQGHYVEMPFWTFIDYRKAFMFVVVVSHSFYATNLVAVGNTTMDAFIATVLYQCQTQLRILRLNFESLPERARIASKELSKGDYEATLNKLLLECILHFQKIADTMELLQRVFGLAVLVQFTVGGWILCMAAYKIVSVDILSFEFASTTLFIVCILTELFLYCYYGNEVTVESDRVVESIYSMEWLHAPLRFKKSLVLMMERAKRPLRPAAGRVIPLSLDTFVTILKSSYSFYAVLRQTK
>CpunOR23
MVDLPVDQSLKKIKFLYRLSGMNIEDRDKNTTEKAVYMFNFLWILTDIILATEWGIVGFVKGLDFIEITHVLPCLNMGMVAEMKTIFLVVYEDKLKQLLRDLRDLERIRLPNNPYAKKIADTDAKFLHKLMKVIWTVNICMLVLFNSGPLVLIAVKYYLT
GKLELLLPFLDVYPFDSYDLKYWPWAYLHEVWTACIVLSEIFAVDFLFYVCCTHIGIQFKVLKMELEHLITGKGLLADHDDQLKEKLADIVKWHQQIISCAEMLEVIYSKSTLFNYISSSLIICLTGFNSMVIDDMAIVISFFMLAVVEVLQIFFLCFFGGKLIDSSTDVSSGAYNSKWYLTDIPTRKTILLIQTRAQNPCKLTAAGFADVHLRAFMKILSTSWSYFALLQTMYGSSKVSH
>CpunOR24
MSAESRPRRYFALHYKLLRFLGLGWFHHPDEGDTRNFPGWYLYYSIITQLVWVVGFVGLETIDPFIGEKDLDRFMFSLSFVITHDLTLIKLCIFYFRNDQIQDIVHTLEIKLYDFYQNNRKNRATVRITKIMTSSFLFFGWITIGNTNVYGTIQDLRWKAEIAELNDTALKPPRTLPQPIWIPWKYQTDKAYISTFVLETIGLLWTGHIVMTIDTFIGSVILHMSSQFVILREALITAYDRTISKLYNSSQDNIQEGIVPTDDSTTYDDSTQNAIEAVVITRYSAKEIELALEETLRNCFVQHQVLIRCVEKFAGTYSYGFMTQLLSSMAAICVVMVQVSQDASSFKSIRLVTSLAFFMAMIIQLAIQCFTGNELTLQASRVADAVMMSKWERMPPRLRRQLALTMVRAQRPLRLSAAGFAYMNNDCFLAIMKAAYSYYAVLSQKQKQNI
>CpunOR25
MSDHTEKPNGISSCNLNQNLDNVEAKEGMQKEILFDQSLQKIKFAFRLTGLNIQNEKRSMKQNCVYLFNFLWLNTDIIGALFWVIDGMLSGKNFTELTYVAPCLTLSILGDVKAIYLVLNESKVHTLIANLRKLEQKANQFENFEQDKLIEPDIRLFNVVIKVLNVLNCLMIVVFDLSPLIIIAVKYFTTGELELMLPFLDVYPFDSFDLRYWPFAYIHQIWSECIVLLDICATDYLFFTCCTHIRIQFRLLQHQYQEIIEPVNLSAVGTIDRSRIKTKFKDLAVWHQEIINSASMLEGVYAKSTLFNFMTSSLVICLTGFNVTTIDDKAFVITFIIFLFMSMLQIFFLCYFGDILMSSSMEVTNAVYNSRWYLSDVGMGRNVLLVQTRAQKPCKVTAAEFADVNLRAFMRILSTAWSYFALLQTVYSSRSK
>CpunOR26
MSKAGVSVRPHLRVLRRLGFCGLLPAQPGAPGRGPLARRLHKIYCWFTLCGTTLYVIQHLICIYQERHNAARVVRVLYPMFSFCTCVSKQVSFRMGQPRVDDLIIGLNDELFNQEGERYAQLLKQTAQRSFYLMRLFYSCGVSTVSLWTLFPVVQYFQGKEVELPFWTPLDIEKPSMFAIVVAHSSYMVLLLSMGNTTSDVFIGAMLYQCSTQLRILRASFETLPERAKKLSEELNENYDMILHELLVKCILHFQKIADMAEVILQVYGWAVLVLFGVGGWMMCTAAYTFITVDILSMEFASAVFFIICILIELYIYCYLGNEVTLESDLVVESIYSMHWLGTSHRFQKALVLVMERAKRPLRPTAVGLIPLSLDTYVRILKSSYSILSVLRQTNK
>CpunOR27
MSELTLAEAKQEIAESLTLNTFCMNRIGLSFEEPKNTTAYLLQKCMFVLSVMGICYHVFSEIVYIGLTLSNSPRVEDVVPLFHTFGYGALSIAKVFVLWYKKDVFKQLIYELAGIWPMPPMAEEDTMIKNDSLAALRMAHRWYFAVNVLGVWFYNVTPII
VYFYRVYQGQDVTVGFVWVSWYPFDKHKPIAHVFVYIFEIFAGQTCVWIMVGTDLLFSGMASHIGLLLKLLQRRLETLASAEQTEEQDYREILSNIKLHQRLIRYCNDLEVAYSLSNLVNIVLSSVNICCVVFVIVLLEPFLAISNKLFLGSALIQIGMLCWYADQILHANADVAAAAYNSSWYRTSARCRRALLFLIQRAQKPIAFTAMGFTDISLVTYSAILTRSYSYFALLYTMYNDK>CpunOR28
MTIPGKKQWEFTSFPETFLITSFSMSIGMIYPNPATDKWRLLAIPFALLSVSPVSVFISIEMLKLWNNGEILELMRHTAMFLPFFAGFMKMCLMYYRRVEAKKIIDIINHDYAYYNNLPDDYKAMVAASIKSSHIYINIWAACVMVIFAVFVGTASLLNIVSHLFMQEPKRYMIYDINMPGRDPEERFNSPYFEIMYFYTIYVALMYVLSFTGYDGLMIASVNHACLRQNIFTRQVQEAMGMRGERLRRKMADAVKDQVEALRLIDYVQTTFNIYLGYMYVIVLVEMVICIYLTNEVKLYCLIEFIIQNLVSAFVTITRLVELIYV
>CpunOR29
MRQRKGATYHKASPTYNLRKQITQTINNTGITFEDDRIKWHWIASVSVICFVIADVAMIIALFSVDDEERFFECFSVLCFCFVGFLKFLSLNCNHKQWSSILSNITALEKEQISYEPASVEYESDDENETFNFPQYINSYTAQFQAVSTFLFRMYITTLIIFAVSPFVEYAFLRILGEHVEWLRILPGWEPFANKSFVGHVINIIIEIIGSCYCVILHVAFDLTSIGVMIFICGQFSLLRVYSENIGGKGRHWQLSKRRDERAHQRIIRCHKIHGLLMNTSNELSKLLTNVLGVYIFLATLTLCSVAVQLNSELSSMQLVSLVQYTCATLTQLYLYCRYGDNVLHESSIGMGQGPFGAAHWCLSPRTRRELALLGAGMMLPRYIRAGPFTRLDLPSLINVVRTAYSYYAVIRQ
>CpunOR30
MFSNFNECLVSPVVVSRYYIKTKMVESRAFTIEDYDGTYTLIKRALFPIGLRLMRKDSRLAKICWDTLYWICFASLVMTTGLDFLLLREVLLRERNLQGAMDIFRMMPCVGYMVQGMLKTYKIVVQRSTFENLVDELRSMWPQGELPEDENDVMTKSLKEIHIFVKAFYYSNYILVISITFPAYIDVGKRIFGKETPRVLPYTNWFPFDPIRPVWYEVTLIWQVYETMVTVWTVLAGDLLFCVLLNHVTTQFDLLCVRIQRLFYVPIDKQLIAAYPLGEVSNKKSKDDKNKYASFNSVELNIKHRKDLADIIKRHNTLIRLAKDIEDLFGFAMLFNFFYSSIIICFCGFCSVLVEKWNEFMYKSFLITAFIQTWLLCWYGQKLFESSQRVADALYNSGWYTASQEIKKYILFMIQRSQKSVNVTTYGFSVICLITYTAIIKTSWSYFTLLQNFYKTSG
>CpunOR31
MNLLLQNSFWSLRLTLSVLYWTGFYIPKGNAANKSSYILPFFSFMFMDGTYVIAQFGDLCQVWGDVALMTGTSFLLFTNMSLGLKMFNLVWRKVEIGAMVAEADEELTAEDTSGGKEIIMRWNRESNVLYYCYCFLSFVTVAGWATSAEKGQLPMRAWYPYDTSKSPAYELTYIHQAVAVSLGATVNVSLDYLVTSLMAQCSCRLRLLALRLRTLGEDFVVNDQMLFSAYHAQVLTERLHRCIQRHQSALETAARLQKAYSATILVQVTVSMVIICVTAYQLAFETQDLVRFVSMLAYFLCMTLQLFLYCYQGNQLSEESIQVAEAAYEMPWYSCTSSFRRDLLMLMTRSRRVSRITAAGFTTLSLSAFMAIIKASYTFFTVLRSVDS
>CpunOR32
MKFSIENYTHTVGNKNEMNGIMRIVLVLQRFFGQHILNPDWTWKRFCLYQLATFALFSYVLAGTFAILQETDDIKMIAEATYTVVVTGVSFVKYCIITSKRFVFRRLYVELKSSLYDIVRDDSEEKMKKVFDDGKKSVYYIFVFTLCPIIMYIARVLWYN
LHGQKVTLSLTTSILMPMETPYYQLGLILHSIYFIEVSFIVIQVDMWLVLFVFFFCVTSDITLKILTVEKRKQGEDRIEYAVRLNDSLKRFYRLHVKQVNFLSMLNGTFKWITLVTQVNICICICIVLLLVRKGAESAFALNILPSIAELIGFSWLGEQIKTKTNNWKMALLDFDWINLQQKDKKNYYILMCYMNQEFGLQSAIGGDLVLITVSKVLKFSYQVYTVLQSM
>CpunOR33
QVFHRVLSFAGVAIYAKHNWDSKIWFAFQIFNFLIGLFCFIFTTGFVVTNYSDLLIFIEAACIWTTGVIMTISLGVCLVFRNKFRVFLTEMAFKDEMLEMPLIKYAFKFGEGKKLMELKNMVMESQEKLLKYTRVLLKSYVISVWLVATLYLCSPIYEMFAKGDPTLRLLAFDMWFPWSLEKLGVYIASFIFHAYAGYLCCIAYPGLQLTIILLIGQIIRQLRIVTFIMRNLNELVVEIIKDRESKWQICCTAVLAQCVDHYIKLKRFSNRLNVICQPFYLTLILVAIMLVCMCSVKIAISNKLSPDTIKYYVHEFCFIMVVLMFCLLGQQVDIECELLELAVTENWYIFDKEHKMNVRIFKMALSQRMPIFIFGSIKLSLPTFTWFIKTGMSFFTLVMSVLEE
>CpunOR34
WPQGTVSEEETTVLTESLKETKTFVKVLFYSNYILVLSIAVPPYVDVVKRFFWKDTPKILPFTNYLPYDPSPPVLFELTLTLQIWETIITVWCVLLGDLLFCVLLSHVTTQFELLCIRIQRLFRVSIDDQLIATYPLAENNQETSAANNDEYTSFERKMMYQREVAEIVTRHTALIRLAGDIEQMFSFAMLFNFFYNSIIICFCGFCCVLIEKWNVFMYKTFLITAFIQTWLLCWYGQKLFESSQKVADALYNSGWYAAPKEVKKSVLIMIQRSQKSVNVTTYGFSIICLINYTTIIKTAWSYFTL
>CpunOR35
MKTLMENMKRKLAVLKPILPYGVIEPWDDLNPRLYHAVHIYWLRFYGMWYNNFSPCSITFWLHIVYTLIVLWLVCFLPGIGEVVYLLKRRENIGDVAEGLYLFLSEMYTYFKVAVFWLNKDKVINLLRYLSCKEFKPVEAEHKEIIRKSIKAARFVMTYYSTMCVGAVSVGIIMPLTENFEILPTNVEYPFFDVYKSPAYQTLYIHHIYYKPATCIIDGVMDTILAAFVASAIGQIEILAFNLRHFDMVAERRRKRAIVENKPSGEYTQEWHMRAVLKECIVHHNSIIKYVSMIESAFSLASALQFMLSVMVLCLVGIQFLSIENPSSHPMQIMWMAIYLTCMLIEVFILCWFGDELIWKSMALRQAAFDGPWLGTNQKTMIFIVIFLERCKRPLRVTAGKIFTLSLDTYTILINWAYKAFAVVSNMKKK
>HassOR3
MGLRQFLFENEAVEGINSASDYLHIKVLRFMLVIVNSWPRKEIGEPESPKFSEFVKYLYLVVTFLLSAGFILYVVKHNSELTFLETGHMYIVLLMSFIDVSRVATLTMSTTYREVARDFLTKIHLFYYKDRSKQAMETHRAVHKIAHLFTLWLVCQMLSGLSLFNLIPMYSNYATGRFSGEVSKNSTFEHSMYYPYPFDTSTDIRGYSIACILHWIISYLCSTWFCMFDLFLSLMVFHLWGHFKILNYTLNDFPRPSSKVEAAKYSEEELVDVAARLKDCIVYHREIILFTDRISNVFGPMLFLYYMFHQASGCLLLLECSQMTAQALIRYVPLTVILTQQLIQLSVIFELVGSESDKLKHAVYGVPWECMDVKNRRSVAIFLANTQEPVHVKAMGVAKVGVTSMAAILKTSLSYFMFLRSM
>HassOR2
MYAGNAVTGITGPMDYKYMKVLRFVLRIISGWPGKALGEKTLRIEGMGHAYYNTILSLVYLALGIAYLKKNFHRFDFLELGQLYIVLLMNMLSTSRAFTLCLSQKYRQVAKIFIKKIHLFYFKEKSDFAMKIHITVHKISFISAVYLSVLLFIAACMFNLIPMYNNYSAGRFASFDNLENTTYEQAISCLYPWNFETNFNGYLAATLSGWYGTILCGSSVSMFDLFLCLMIFNLWGHFKILIYNLEHFPRPASEVVDAEGEERSGRIVGSEMYSQSELEEVAVLLRDCIQYHMLIVDFTNNMSDAFGMALFIYYSFHQITGCLLLLECSQMTAAALTRYLPLTIIMFGELVLLSIIFETIGTMSEKLKDAVYKVPWEYMDTKNRRTVLIFLIKVQEPIHVKAGGLVDVGVTTMASILKTSFSYFAFLRTF
>HassOR1
MKILSDGSDLEGVEKVEDIFYIRIARKSMWILDSWPRTPNESVIYRYFVLALNITTLVGGAVYLRNNTGVLSSFELGHTYITVFMNCITCSRCLMILSRKYNEVMFSFVQKIHLFHHRHKSEYAYKTHIFIHKISHFYTVYLLGLALNGLLLFNMIPFYNCYSRGMFRDVIPANATYDHSVFYSVPFDYTTKFKGYIAMTSFNCFISYTCTSYFCVVDLTISLVIFHLWGHMRLLTYHLANFKKPASVLESNENTHAIKDHSYTEEELKEVFSKLREYICHHNLILNFSSEMSSAFGPALLAYMVFHQVSGCILLLECSQLDMKTLVRYGPLTVVIFQQLIQISVIFELLGSSNDKLIDAVYLVPWEYMDTKNRKLVYVMLRQSQRSIDLKMMSMLTVGVQTMTAILKTSFSYFVMLKTVAEEE
>HassOR83b
MMTKVKAQGLVSDLMPNIKLMQMAGHFLFNYHSENAGMSNLLRKIYASTHAILIVIHYACMGINMAKYSDEVNELTANTITVLFFAHTIIKLAFFALNSKSFYRTLAVWNQSNSHPLFTESDARYHQIALTKMRRLLYFICGMTVLSVISWVTLTFFGES
VRMVTNKETNETLTEVVPRLPLKAWYPFNAMSGTMYIVAFAFQVYWLLFSMAIANLMDVMFCSWLIFACEQLQHLKAIMKPLMELSASLDTYRPNTAELFRASSTEKSEKIPDTVDMDIRGIYSTQQDFGMTLRGAGGRLQNFGQQNPNPNGLTPKQEMLARSAIKYWVERHKHVVRLVASIGDTYGTALLFHMLVSTITLTLLAYQATKINGINVYAFSTIGYLSYTLGQVFHFCIFGNRLIEESSSVMEAAYSCQWYDGSEEAKTFVQIVCQQCQKAMSISGAKFFTVSLDLFASVLGAVVTYFMVLVQLK
>HassOR20
MDDELEFKPFHETYRLITFSLCIAMIYPNPRTEKWRLISIPILIATVAPVAIMIFLDMYKCWTNGDIVNIIRHSTVVGPFLGGFFKMILMYHKRIQAKQILDEFDRDHYMFNTVAETYKAIARASIRNCQVYSERLWACLVTTCVMTFPVMAIVLNIYNFMFKSEPTKYMIHDLEKPFSKEPEERFESPYFELLFVYMFYAAILYVVNFTGYDGFFGLCVNHACLKMELYCKALEEAMMADREEVYGRVIAVIREQCRMFRYVDLIQDTFNIWLGIIFIATMIQICTCLYHITEGYGFDIRYMIFVYGAVVHIYLPCRYAAKLKAMSMETSNRFYCCGWERVDDERVRKMIVFMIARAQVPNEITAFNMMAFDMELFLSILQTSYSMFTLLRS
>HassOR17
MFLRSECARSVAPHVRVLRRVGFLRGAALSSRGRAERLALRSYHALALAATSLYVLQQAVYAYQERGDMDKLSQVMFLMLCHVTCVVKQIAFHVDADRIDRLIASLDEPLLNQCAGERGALLRGTARGAARLLRTYAGCAVATCVLWIVFPVIDRIQGISFEFPFWTGFSYDHNAVFTFVLLQSFYCTNLVAIGNTSMDAFMATILDQCKTQLRILRINFESLPERARALHVESGENYDTILDKLFVDCLVHYNKITEMCTELHDVFAVPLLVQFGVGGWILCMAAYKIVSLDVLSIEFASITLFITCILIELFIFCYYGNEVTVESERVSQSLYSMEWRRARLTFRRSLVLVMERAKRPLRPAAGRVIPLSLDTFVKILKSSYSFYAVLRQTK
>HassOR14b
MAGLRDFFFNFEANEAITTPTNYPYLIIIRRSLSVIKCWPKKTTENLEAGAKLKAKVWGMIQNVLHLGFCAFTIFGTATYIAIHKKNMTFFELGHLYITLMISCVVVFRLLTLTFQEEYQVVVNEFLNKIHLFYYKDNSEFSMQTHKQIHRISHLFTLYITGQLFTGLSLFNLTPMYNNYSAGKYSKEGLKNSTFEHSLYYSYPFDVSTDVRGYIFSNILHWFFSYIVSTWFCTLDLFLSVIVFHIWGHFKILLHDIDNFPRPSKMVSFRLENTNVTISNENYSTKELEQLAAKLKQCIDYHREIISFTNKISDVFGPMLFAYYGFHQASGCLLLLECSQMTPEALARYLPLTLTLFQQLIQLSIVFELVGTVSSKLNDAAYGLPWEDMDVKNRRTVAFFLLNVQEPVHVKALGLADVGVTSMTAILKTSMSFFTFLRSM
>HassOR12
MEDEPLLIDKTVKKIQFLFRCTGINIKSGTKTRKDMIKSRTVYIINLLWLNIDLAGAVVWFFTGIANSKSFTELTYVAPCITLSFLGNLKSLFLILREKHVDKLIQVLRDLEVNEKSRPKSEETDAIIKYEHNFVTTVISVLNVLYFVLLVAFALSPVSLVALKYFTTNELELLLPFLIVYPFDPYDIRYRPWVYLRQIWSEVVVTIDICTADYLFYTFCTYIRMQFRLLKHYIERVIPEEDDAGRLANIEQVRAEFVLLIKWHQDLISSANMLETVYTRSTLFNFVSSSVLICLTGFNVMAISDVAFVATFLSFLFMSLLQIFFLCFLGDLLMTSSTEISEAVYNCRWYLADTSLGKDLLLVQTRAQTPCKLTASDFSEVNLKAFMKILSTAWSYFALLQTLYGAPT
>HassOR10
MAVKNTSLFLGRPKKILSAHGVWPHPNNFVILRKLYMLFIMWTQYSFLLFEIIYIADVWGDIDAVSEASYLLFTQASLCYKSTAFMVNKQSLLELLEIMDCEIFEPKSAEHKKILAAQARKIKRLCLFFLTSATTTCTLWAMIPLFDAASKRSFPFRIWMPVTPLKSPDYELGYLYQMVSIYISAFLFISVDSVAVSMIMFGCAQLEIIMDKIQKIKYVFESADSEEGRRKIIKTNNEFLVECIKQHQTVERFIQLCEDTYHANIFFQLTGTVAIICNIGLRISIVEPNSVQFFSMVNYMVTMLSQLFLYCWCGHELTIRSENLREWLYQCPWYEQDTKFKRALFIAMERMKKPIIFKAGHYISLSRPTFVAILRCSYSYFAVLNRVNTE
>HassOR9
MLDQFDRCLKSVNLYLKFLGLHLESKDTNKTFAQRSRSHRLYFAHLFSLNLEVAAQVLWVLEAVITGKSFVEITRLIPCLILCLISNFKTLSLLYYGRHNDEFIVTMRSLLLNQMQVEEKENRFRKELIDKHVLILTSISKKISYVIVLGLLMFALAPAFIIIPHYFKTDEVKLEVPFIGYYPFNEFDLRIYPWVYLHQVGTAIVAIIMVYGPDCFFFTCCTFIHIQFSLLNNDMERIVTEETPRYDKTKFKKLAVRYIELMRCVNLLEKIFSKSILFNALTSSVIICVTGFNVLVVDNIVMMASFTAFLIFGLMQIFLYCYYGDSIMRSSMEVSTSIYNSLWYKIPAADRKGFLIVIIRAQKPCALTANGFFNMNLSAFASILSKSWSYFALLKTMYHPE
>HassOR7
MKIKMSKPLKFDQSIEKLGVLFRFSGMNIKNKIVTPLDTIKYGWLYTLNFLVVFSAIIGSVYYVILGIKQGKNFIEVTSVAPCLTFSILSMIKSLYHLMYEEHIQELIDLLTELEIRENNREKCIEKEEIIANETGFLNKVINVLYVLNCSMIVVFDMTPIVMIAVKYYKTNEFEMLLPYLDVFSFIPYELKYWPFAYIHQIWSECVVLLDMAAADYLFFTCCTYIRVQFKLLQYDFERMIPDRSISKGVFYEENELRNKFTELLKWHQDIIYSSTILEIIYSKSTLFNFLSSSLVICLTGFNVTIVDDIVIIITFLTFLSMALMQVFFLCFFADLMMTASLEITNSVYNCKWYSANIKVGKQILFVQTRAQEPCKLTAAGFADVNLNAFMRVLSSAWSYFALLQTVYGAK
>HassOR6
MSFRKFLFENEAVDGIKGPTDYLYIKILRFTLNVVRSWPRKELGEPESAAFTVFIKYFYLILTIATVVGSILYVVVHVTELTFLEAGLMYLIILISILDAITVMSLTFSAKYRVLAKDFLTKIHLFYYKDRSKHAMEIHKKVHLISHLFSLWALFQMLSG
LSLFNLTPMYSNLAAGKYRRGGLGNRTFEHSLYYLYPFNTSTDVFGYVVACILHWIISYLCSTWFCMFSLFISLMVFNIWGHFKILIITLEEFPRPKSIGNLQTAYKYSQEELVEVAERLKDCINYHREIKNFTDRMSDVFGRMLFVYYLFHQTSGCLLLLECSQMTAQALMRYLPLTIILTQQLIQLSVIFELVGSESEKLKDAVYGVPWEYMDTKNRRMVRFFLMNVQEPIHVKAMGIANVGVTTMAAILKTSMSYFTFLRSM
>HassOR21
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>CpunIR3
LTPILKGLNERKDLEKILVDLLNEMTRSDDEITCMTFVCDAVYLNVFDGDLFKRTVAVPIVMIVVEDYEDLLSPNFDTLESLREARKDGCNVYVILLANGLQTSRLLRFGDRYRILDTRAKYIMLHDYRLFHSDLHYLWKRIINVLFLRYHSISVGAPKSKAWFDLSTVPFPNPIKSVFVSRRVDIWNNGRFHYNRTLFADKTSNLNNEVLNVVYLDHVPSVVVTKTNETNKVGGVEIEILNTLAKQMNFQPKLYQPINADLYKWGQVQANGSFSGLLGEMVNGQADVALGNLQYNPYHLELTDLSIPYTSQCFTFLTPEALTDNSWKTLILPFKLYMWIAVLLVLLISGTIFFGLARYYMNLQEYKKTHVVSKDARTISEKEKENLDESEKPAGLYLFGEIINSILYTYGMLLVVSLPKLPTGWSLRLLTGWYWLYCILVVVSYRASMTAILANPAPRVTIDTLKELVESKIACGGWGTETKKFFQKSSDEIETIGQRFEIINDPFEAANKVARGVYAYYDNQDFLKYISVKRKNVDMNIESNVNATANGTEMTSMDVERNLHIMSDCVVNTPISIGFHKNSPLKPLADIYMSRIVEVGLVEKWLNDAMHPIKALETKEDEVKALMNLKKLYGAFIALAIGYSISTICLIGEFIHWHLVVKRDPKFDKYALDVYYMNKNKKQ
>CpunIR4
MATGLELILSSICNATFCEPIFDNPLLGRQDSPKDVKYNDMVNEINGKHLKIATYDNRPMSWVEKGENGTIIGKGVAFVIVNILQKKYNFTYEVVVPEKNFEMGGDNPQDSLVGLANSSLVDMVAAFLPKVNKYREKVSFSYDLDEGVWMMMLKRPKESAAGSGLLAPFDNAVWYLILIAVLSFGPCITLLTRLRNKMVPDGEKFIPLSPSFWFVYGAFIKQGTNLAPEANTTRVLFTTWWIFIILLSAFYTANLTAFLTLSKFTLDIETPQDLYKKNYRWVSPEGSAVQYVVNSPNEDLYYLSRMIGTGRAEFRTVPNSQDYLPLVDGGAVLVREQIGIDELMYGDYLKKAREGVAEADRCTYVVAPNNFMTKLRGFAYPRDSKLQYFFDSILTYILQAGIIDFLEKKDLPSTKICPLDLQSKDRQLRNSDLMMTYMIMVTGLAAAVAVFIGELFIKRYICKTKDEVTKPKRKKTKFEKRLRIHTYDDSQPPPYDAIFGRNPKIKVTERAQRKIINGREYLVIDVSNGETRLIPVRTPSALLYQLDK
>CpunIR5
MEIPLFLLIFFINLGCVVSELSLRFVFIIENHEPELGQLVGRALKVAEEQQDVRVDDSIVLLDRENEEESYGRFCSAISKGVSLIVDLSWSPWELAESVASGTGVPLVRTALSMQRLLSAVASHCASRNATDAALITESEADVDRALYELLGRSNIRLWVHAGLTRDSARALKNMRPDPSFYIIVGESGFVMDTYRRAVKEKLVRRDFRWYLLLTDYSGDSFDTSQLVLPTMMLHVDANECCKLLGSKDDCSCPSDLKRKQYILSGLMTYLAETYSKLENDLSVVTAKMDCDNIQASEMNVTRERVVRQFADDEQISNDTLFYWDGERSALYLRSTFVLSTFKPDSGLETVASWSANEEYKLLPGVTLEPLRPFFRVGTSPAVPWTLPKLDPDTGEQVYNEDGQPEYEGYCIDLIARIAETMEFDYEIITPKSGTFGKKLPNGSWDGVVGDLMRGETDLAVAALTMTAEREEVIDFVAPYFEQTGILI
>CpunIR6
MFLRYSYSPGDAVSKEVAMGRADIGVAGMYFTSERTYGLDMSFSHSQDCAVFITLMSTALPRYRAILGPFHWHVWVALTFTYLIGILPLAFSDKHTLRHLLHNSGEIENMFWYVFGTFTNCFTFLGKNSWSKTTKITTRLLIGWYWIFTIIITSCYTGSIIAFVTLPVFPETVDTIQQLLAGFYRVGTLDRGGWERWFFNSSDPNTNKLFKKLELVPNVEAGIRNTTKAFFWPYAFLGSQAELEYIVQANFSMAKSKRAMLHISDECFVPFGVSMAFPSNSLYSSKLSGDLRRMFQSGLIYKIVDEVRWEMQRSSSGKLLSAGAGSLKIVSAEEKGLTLEDTQGMFLLLAAGFLLAASALISEWMGGIGRRCRQLRNKLPSSANSKEQLVISSPDLESEVNDGTESRLQFGTRSTSAGSRDTLDGQVINVTEENIIVHELMVKGLDSRRSSSVDLDREVQEIFERDLRRRKIVTGDSIEVSEEKREPTASNGAFGDPLS
>CpunIR7
MINILRIIFTIQIDWVNKFILFFKYKNFISYLFTMMLDSVLSLMPIEILLQTIFNEYLSNSYCLTVVSEKPLDLHVNISYAYISVENGELSPDQMLKLSENGCSDYIVQVKNPQKFMGAFETVNLLGNVRRGDRKIVFLPYREDNATTTLLLEILTLKETSFIANILLILPSPEQSTCSYYDLVTHKYVGQDNEINQPYYIDRWNACTLNFEKNVSLFPHDMTNLYGKTLKVACFTYMPYVLLDLSEAQEPFGRTGTEIKIVDEFCRWVNCTVELVREDEHMWGEIYDNLTGVGVIGNLVEDRADIGITALYSWYEEYVVLDFSAPGVRTAVTCIAPSPRLLASWEEPLLPFSWYMWLALIFTFVYASLALTIAQGFTTDNAFLTTFGIMIAQSQHDVGASWRVRSVTGWMLLTGLVIGNAYGGGLASVFTVPKYEKSIDTVQDIVDRKMEWGATHDAWVFSLTSSNEPLIKKLVNQFKVYPADVLKKKSLDRSMAFSIERLPSGYYAIGDYITKEAMLDLTVMLEDFYFEQCVAMLRKSSPFTKKISQLIGRLHESGLLLVWETQVIHNTHRQSDNT
>CpunIR8
MQDMKTYEVLFILLMSCFSLIIANPINEFRMIADVIKDSNKSTSVVAHLCWNPSKQIQMASYLHNSELTQLVLLVNESWADIKEPQHRERLLLIADIDCPSTTAFFKMANETKKFSLPYRWLIIGKAVNKSTDVTADFDGLHLLPDSDVIIAQKNDNNSFYMSMIYKIKIKSKWIIEDFGTWTTNTGLIKSDLAQYSTSTRRKNFHGESFTTAMVIFDNKTISNLFDLSDILTDVVTKSSFRQIVPLYGYMNASQQHIYSKTWGYYRNGTFDGMIAELTVGDADLGGTVLIVTWDRMQVVDYLSKPGSITVKFVFREPPLSYQNNLYLLPFKVTVWYCMGAFVLVMGFILYITALWENKKMGENQEVLMDN
>CpunIR25a
YCNILIYKEFNMKAATENMRLLRTLLLFSFVRTAIFQTTQNINVLLINEENNALAEKAFEVAKEYVRRNPSLGLAVDPVIVVGNRSDAKTFLENVCRKYNDMLSAKKTPHVVLDFTMTGVGSETIKSFTVALGLPTISGSFGQAGDLRQWRALDANQTRFLLQVMPPADVLPESIRAIVTKQDITNAAIIFDELFVMDHKYKSLLQNIPTRHVITPVKSFNKDEIKNQLRSLRELDIVNFFVVGSLRTIKNVLDAADENQYFGRKTAWFALSLDKGDITCGCKDATIVYMRPTPDAKSRDRLGKIKTTYSMNGEPEITSAFYFDLSLRTFLAVKSLLDSGKWPNDMKYITCDDYDGKNTPNRTLDLKAAFQEVKETPAYAPFYIPEDDPMNGRSYMEFNTDLTAVTVKDGASIGSRLLGSWKAGLSNPLSLTDPDNMSDYSAQLVYRVVTVEQEPFIIRDDEAPKGFKGYCIDLIEEIRQIVKFDYEIVLSPDGNFGTMDENGNWNGIIKELIEKRADIGLTSLSVMAERENVVDFTVPYYDLVGITIMMKLPRTPTSLFKFLTVLENDVWLSILAAYFFTSFLMWVFDKWSPYSYQNNREKYKDDEEKREFTLKECLWFCMTSLTPQGGGEAPKNLSGRLLAATWWLFGFIIIASYTANLAAFLTVSRLDTPIESLDDLSKQYKIQYAPLNGSAAMTYFERMAHIEVRFYEIWKEMSLNDSLSDVERAKLAVWDYPVSDKYSKMWQAMKEAGLPNSIEEALQRVRDSKSSSEGFAWLGDATDVRYHVLTSCDLQMVGDEFSRKPYAIAVQQGSPLKDQFNNAILQLLNKRKLEKLKENWWTNNPKAMKCEKQDDQSDGISIQNIGGVFIVIFMGIGLACITLGVEYWWYKIRKRSVIGDVTQVEPAKMSRNNTDIKGEGFTFRSRNLGLSSFKPKF
>HassIR25a
MSTVTVLLLFHLVQIAFGQTTQNINVLLINEESNALAEKAFEVAKEYVRRNPSLGLAVDPVIVVGNRTDAKSFLENVCRKYNDMLLAKKTPHVVLDFTMTGVGSETIKSFTEALGLPTISGSFGQVGDLRQWRTLNANQTRFLLQVMPPADILPEAIRAV
VTKQDITNAAIIFDEFFVMDHKYKSLLQNIPTRHVITPVKSFEANEIKTQLESLRNLDIVNFFIVGSLRTIKNVLDAADKNQYFGRKTAWFALSLEKGDISCGCKNATIVHMRPTPDANSRDRLGKIKTTYSMNGEPEITSAFYFDLSLRTFLSIKSLLDSGKWPNDMKYITCDDYDGKNTPNRTLDLKTAFQEIKETPTYAPFFIPQDDPMNGRSYMEFSTDLLAITVKDGASISSHSLGSWKAGLSSNLTLTDPNNMSNYSAQLVYRIVTVEQKPFIIRDDKAPKGFKGYCIDLIEEIRQIVKFDYEIILAPDGNFGTMDENGNWNGIIKELVDKKADIGLASLSVMAERENVVDFTVPYYDLVGITIMMKLPRTPTSLFKFLTVLENDVWLSILAAYFFTSFL
MWVFDKWSPYSYQNNREKYKEDEEKREFTLKECLWFCMTSLTPQGGGEAPKNLSGRLLAATWWLFGFIIIASYTANLAAFLTVSRLDTPIESLDDLSKQYKIQYAPLNGSAAMTYFQRMANIEEKFYEIWKEMSLNDSLKEVERAKLAVWDYPVSDKYSKMWQAMEEAVLPNTIEEAIQRVRDSKSSSEGFAWLGDATDVKYHVMTSCDLQSVGDEFSRKPYAIAVQQGSPLKDQFNNAILQLLNKRKLEKLKEIWWNNNPETMKCEKQDDQSDGISIQNIGGVFIVIFMGIGLACVTLGVEYWWYKWRKRPVVGDVTQVEPAKSTRNNVDKQGEGFTFRGRNLGLTFKPKF
>HassIR2
MNLDDPDDYYIEDTVPYHANFIIISCQDYEELEELRQKLAASPYFHPLANILTYYHRREDKQTMAKLFFSAWYYKAINSILVQYSDEERTLLVSEYTPYVNEDYKVQPENKFGCWTARNLGMPVVGFDTGYVCVEKCHNVSIHTRLRANNLGTCIGFNTHVVSYNDFKHLRNLKLFEDRTKDLHGFVLRAYAVEVKPFFLIKKHENGTYTLSARDGMIWNTMAELFNFGIDLSPSVDVMMKPFNFEISIDQIFAFARRKGDLCLFPIYQFDVIVVGLDFTYPFKDSGICILSARAGFETSLFRIKTLRDNVSTIILFLACFACTWATFTVYKAAEKRHLSFDQIGKDFMNTCRQILMINLYKPPSHHFFRIFLAIALWCFFVINFTSQATIISFFTAVKRGKEVDTFEDVVAKGYPLEAMASPDLILPDTEEKFRIINSRLVNEVDIYGCVDRLKTDPRRFCLLDCSVGRYIKRNKLNDRGEQYLHIAEQDRIHSHYLAMVFSEHSPMTERFSKYMMILCEAGLIRKWEQYRYTDIKDDVTTKPLAFDDLSGIFQVFCFMVGNTLIIFFLELVASRIKTCCQNIKIPHGLPKRNIE
>HassIR7d.3
MIRVLRILVVVQLLLRNCYASSKLIETAVNISITTYNLHFTTTVIWKQNESECVTGFLQSYPGSVVLSPWATYNDSKVRDINETIGFKQTIYFANNLFEYEIIMELINEVIRFPIRFILVLENPVKSNSEISSFIEVTARNDQADLILISENDAGEVTLSTFFPYSEGVCGNYTPVFLKYGDELWPKKFSNFYQCPIRTALLEYFPYVTVHFEKGKITSVGGYDGKILMIILKKLNASLEVTSAYNNVFGTYVNGTATGSIGDLATEKADILIPADILTEKRYTVTLPSHTYHTVDIRWVGPKQREVYDWLKFIVPDKTNFTYLHLLVYILFVIVAMLVRKCKPQMTSATNRILYQSFIILLGQSAKFVTKSWLLNSLFVLWIWFCFFFRIDYQADLVDALQTLDLEPPFESIEEAVTKVEGYGGVEVVVDYYKDTPLERNYKVIPMNELKNYIRRIVEGENFILATDIALVKQLEPYVQILKKRISATGACFYMRPGWPAAKDVDDVIFSLVEAGFIENLLSDNNNHRWIVNRMNADDVLKPKSLSVEKLSTCFYGLVIMWVICFIILLIEIVHHNKHHNE
>HassIR8a
QEQDLTHEISKALKLAESGKSDVKLDDAIVVLDRETEEESYRMLCSSLSKGVSMIIDLSWTPWEMAEDLAAETGVPLVRTLLGSEQLVKALDDYLESRNATDAAIILESESDVDRTLYEMLGASNIRVWVHAGLTRDSAKALKTMRPEPSFYVIVGENGFIMDTYRRAVKEKLVRRDFRWNLILTDYSTLELSQLVLPTVILQADPGECCKLMKREDCSCPADFQRKQYILNALIQYIAEVYSKLDRDLPMVTTSINCEEPEATMNSTRDRLFRQFAEDTEISNETLFYWDMDRSGLFLRSRFILSTYKPTAGQQTIATWSADEEYKLLPGVELEPLKMFFRIGTAPAVPWTLMKLDPETGEQMYDDDGQPLYEGYCIDLIARLSETMS
>HassIR21a
FTNCFTFLGKNSWSKTDKITTRLLIGWYWIFTIIITSCYTGSIIAFVTLPVFPETVDTIKQLLAGFYRVGTLDRGGWEKWFLNSSDPQTMKLLNKLEFVPNVEAGIRNTTKAFFWPYAFLGSKAELEYIVQANFTATKSKRAALHISNECFAPFGITIGFPNNSVYSEKMSLDISRMIQSGIIDKIANEVKFEMQRSVTGKLLAAGSGTIKIPSAEEKGLTLEDTQGMFLLLGAGFIIAATALVSEWMGGFTRRCRFQRKNDTPISVNSREHLIPTPKTDIGSEIKIIGDTESKLHFDSRPSTAASRDTLEGQIINV
>HassIR75p.1
RNPVPNSRLELPGTATQRISEEPVPKVTVTKYGRIEDYRSSKVLSSRRHDLRGHTLTMSNVITDSNETRVHMNDRLNLHQDSITKMSYAVVKICFEMLNATERLMFTHTWGYKDKNGQWQGIVDQLLKKEADLGTLTIFTQERMMVVDYIAMVGSTAVRFVFREPPLSYISNIFTLPFSGAVWLAIFICVLGCSIFLYIASKWEASMGMHPLQLDGSWADVLILMIGAVLQQGCTLEPRYAAGRCVTLILFLALTILYAAYSANIVVLLRAPSSSVRSLPDLLNSPLKLGASDFEYNR
>HassIR75q.1
LCGILTFMSLERLKILEYFTSPTPIAARFVFRKPPLSYQNNLFLLPFTTGVWICLGAFVLILIVVLYINTKWDIKKYEQFNEQNMDQTCLPPTWSDTTIFVLSAISQQGSSNELKGTLGRLVMFIVFLAFLFLYTSYSANIVALLQSTSNQIRTLSDLLNSKLELGVEDVLYNRYYFSPAQSASDPIKKAIYETKVAPRGKPNFLTLEEGVKAMQKRPFAFNMNTGTGYRIVSALFQEHEKCGLQEIEYYQNAKGWLCSGKNSPFSEMFKVGYIRIQEHGLTDRENRLTYAKKPVCSVMGSSFDSVHMVDFYPVCLMLLYGMILAFILLVIEILAHRHQMRKHNQELNITQLQ
>HassIR75q.2
DLDCPDIDTYFEKNSARNVFRAPFRWIIFGNTSTNDDDIVPRAISNIDVLLDSEVLVLRSVDDVYEMHYIYKISPNNTWQTEFYGTWDAKHRFQKSPRFFEPTSLRRLDIDGYEISICYVLTNNESVNHLSDGLDDHIDTITKVNFPTTNHLLDFLNAKRKYIFANTWGYRVNGTWNGMTGYLVRGEVEVGGSPMFFTFERVSIVDYIASPTPTRSKFVFQQPKLSYENNLFLLPFNTTVWYSTIALVFIIYLVLLLVTKWEWKKTQDLIETREKDAGVLRANVVDIIVLIFGAACQQGSPSELKGSLGRVVMLVLFLALMFLYTSYSANIVALLQSSSSHIKTLEDLLHSRIKFGVHDTVFNR
>HassIR76b
MAGIELIISSICNATFCDVPYGGADKGSEVLTPEVINFKSLMQDVNGKNLKVTTYNNTPLSWTEHHNGTVVGKGVAFTVMEILRKKFNFTYDVIEPKRNYEWGGRAIEDSIIGLLNASKVDMAAAFMPTLIAYRKQVSFSIDLDEGVWVMMLKRPKESAAGSGLLAPFNDLVWYLVLAAVLTFGPCITFFTRVRTKLIADGEGVLPLKPSFWFVYSAFLKQGTNLSPEANTTRVLFVTWWLFMILLSAFYTANLTAFLTLSKFTLAIENPRDLYQKNFRWVASAGSSVEHIVKTEGEDLYYLSAMINNGKARFLSVLSDKDFLDPVKRGAVLVKEQTVVDHLMYNDYTSKKDVEESEKCTYVVAPNAFMKKQRAFAYPVGSKLKNLFDPALTQIFQAGILDFLKRSDLPSTKICPLDLQSKDRKLRNSDLIMTYLVMVAGSATAVAVFGAEIFIKRYLSVKVNKTKKPKDRNKKSKIGKKSTRYDDSRPPPYDSLFGKNPRFNVETTRTKIINGREYYVFETVNGDRKLIPARAPSSFLYRSDK
>HassIR75d
ALLLVALRAVLQRTRQRDDLALFTLPETLTFALGTLCQQGFHTTPGVTSVRLVMFSTLLASLFVFTAYSAKIVAILQTPSDALRTIDDLTRSPITIGVQDTTYKKVYFLESPDESTQQLYRRKILPQGERAYHSVVDGIARVRTGLFAFQVESSSGYDIIRQTFTEREKCSLKEIEAFKLPLVAVPMRKNSGYRELFATRLRWQREVGLMSRERR
>HassIR93a
RPRELSRALLFLLPFTTDTWLCLGLAVILMGPTLYIIHRMSPYYEAMEITRQGGLATIHNCLWYIYGALLQQGGMYLPRADSGRLVVGTWWLVVLVVVTTYSGNLVAFLTFPKQEVPVTTVAELLENRALYTWSITKGSYMEMELKNSDEPKYIALLKGAEMVTTSVGMGGTMTSGSALLQRVRFHRHVIIDWKLRLSYLMRADRLETDNCDFALSAEEFFDEKVAMIVPAGSPYLPVINKELDRMHKAGLITRWLEAYLPKKDRCWKASSMMQEVN
>DhouIR25a
MLVHTAILVSFIQATFSQTTQNINVLLINEENNALAEKSFEVAKEYVRRNPSLGLAVDPVLVVGNRSDAKAFLENVCRKYNDMLSAKKTPHVVLDFTMAGVGSETIKSFTAAIGLPTISGSFGQAGDLRQWRSLNLNQTKFLLQVMPPADILPEAIRAIV
VKQDITNAAIIFDEFFVMDHKYKSLLQNVPTRHVITPVKSFQKDEIKNQLRGLRELDIVNFFTIGSLRTIKNVLEAADENQFFGPKTAWFALTLDKGDISCGCKEATIIYMKPTPDAKSRDRLGKIKTTYSMNGEPEITSAFYFDLSLRTFLAVKSLLDSGKWPNDMKYITCDDYDGKNTPNRTLDLKAAFQEVKEIATYAPFLIPEDDPMNGRSYMEFTADVAAVTVKDGASIGSRSLGTWKAGLNSPLSLSDPDSMIEYSAKLIYRIVTVEQHPFIIKDETAPKGFKGFCIDLIDEIREIVKFDYEITVAPDGNFGSMDDNGNWNGIIKELIEKRADIGLSSLSVMAERENVVDFTVPYYDLVGTTILMKLPRTPTSLFKFLTVLENDVWLSILAAYFFTSFLMWVFDKWSPYSYQNNREKYKDDEEKREFTLKECLWFCMTSLTPQGGGEAPKNLSGRLLAATWWLFGFIIIASYTANLAAFLTVSRLDTPIESLDDLSKQYKIQYAPLNGSSAMTYFERMANIELKFYDIWKDMSLNESLSDVERAKLAVWDYPVSDKYTKMWQAMKEAGLPNSIEEAIQRVRDSKTSSEGFAWLGDATDIRYHVLTSCDLQMVGDEFSRKPYAIAVQQGSPLKDQFNNALLQLLNKRILEKIKENWWISNPNAVKCEKQDDQSDGISIQNIGGVFIVIFMGIGLACITLGVEYWWYKWRKRPTVGDVTQVEPVKTTRLDPDDTVTKDEGFNFRSKNLGLSTLKSKF
>DhouIR8a
MGVKECSCPGDLQRTQELLNSLLQYITEVYLKLSSDLTFTIKINCDNLQSSDNMNSTKDVMYNQFAEDSEGSNETLFFWKEDRQTLYLRSLFILSIYKPEQGLEKIASWNADEDYTLLPGVTLEPLRMFFRIGTSVAIPWTMHKLDPNTGEQMFTEDGQPVYEGYCIDLIDKIAEGLEFDYEIITPKSGGFGQKLPNGSWNGVVGDLMRGETDMAVAALTMTAEREEVIDFVAPYFEQTGILIVLRKPIRKTSLFKFMTVLRTEVWLSIVAALILTGFMIWLLEKYSPYSARNSPESYPYPCRDFTLKESFWFVLTSFTPQGGGEAPKALSGRTLVAAYWLFVVLMLATFTANLAAFLTVERMQTPVSSLEQLARQSRINYTVVEGSSIHQFFINMKFAEDTLYRVWKEITLNATSDQAQYRVWDYPIREQYGHILLAINASGPVVDAATGFQQVNEHTDADFAFIHDSAEIKYEVTRNCNLTEVGEVFAEQPYAIAVQQGSRLQEDLARALLQLQKERFLEQLASKYWNETARQACPDADESEGITLESLGGVFIATLFGLGLAMITLAWEVFYYKRKERNKVQAIDATIEKSGFEGPKKLNLEKRKFDIKEKLAKVSKLRRRDVGKKNVTFGDSFKPVGKKPGVSYISVFPKNEYMP
>DhouIR75q2
MFGAACQQGSPVELKGVLGRVVMLILFLTLMFLYTSYSANIVALLQSSSTQIKTLEDLLNSRIKLGVHDTVFNKYYFTTATEPTRKAIYEKKIAPPGAVPRFMSMEEGIKKMEKGLFAFHMEIGVGYKFVGKYFKEGEKCGLREIQYLQVMDPYLAVQKDTPYKEMFKIGLKRIQEHGLQNRENRFLYEKRPKCSGSESNFVSVSMVDCYPALLVLSYGTIFALLILTFESLWFHRHNIRNKIRCFLHEYKDRYH
>DhouIR75p
MPFRTSVWLAVLICCIISTATIYFATKWEARIVRSPTQLDGTVSDAMLLTMSAVSQQGCAMEPKKASGRIMLWVLFTALMALYAAYSANIVVLLQAPSNSIRTLHQLAHSKMTLAANDVDYNHFIFSLFKDPDHVSIYKIIQPEKGREQFYELNEGVEKIRQGLFAFHSIVEPVYRRVEETFLETEKCDLMEIDFLGSFDPFVPVKKDSPYLELLRVVFKRIRESGIASALAKRLQVEKPKCATKQTAF
>DhouIR75d
SDNRAFVSRFSWLLLHDGTHETNITESFFDINILPDSDVKISGTAYLLDIYKIKLNHPLVLTSLDLNRNSSLKELSSFWNNFPTPVKRRKHLNNVYLTAATIITQPQHFKGWSDLTNRQIDTYPKLTYPLMMLCSEDLNFRYNLRQVDLYGDELNGSFNGLAGLLQRNEIEVGITSMFMRADRFGVLHYSSETVSLTGAFIFRQPSQSAVSNIFLLPFSRDVWLASAAVFLSSGVVLALLSRQLFHMDSILSQLTPSEAFTFTLGTVCQQGFHVTPVLASARVVMFFTFTTGLFAFTAYSAKIVAILQTPSDAIQTIDDLTNSPMGMGIQETTYKKVYIAESNEPATQRLYRHKILPFGERAYLSVVDGISRVRSGLFAYQVKQSSGYDIISKTFEEHEKCGLKEIEAFSLPMVAIPIKKHSGYKELFASS
>DhouIR41a
VGLDSEVHQPLYLDRWNSITKAFEKNVNLFPNDIRNLQGKTVRVGCFTYKPYVLLNLDTAISPLDRDGMEMRIIDEFCRWVNCTVKVVNEEEGQWGELYDNQTGIGVIGSVVEDRADFGISALYSWYEEYRMLDFSVAGIRTAITCLAPSPRLLPSWELPFLPFTWYTWVAVILTFIFASIGLLIAKRCSADQVFLTVFGILISQSHYSADSTWKVRRVTGWLLITGLILASAYGGGLASSFTIPNYEPSIDTVQDLVDRKLEWGATHDAWIFSLTLSNQVDYKIFII
>DhouIR76b
MAGIDLIISTICNATFCEVIYDNPKELPQTRTQSELYYLAKEINGKHLKIATYDNYPISWVEKAENGTNVGRGTAFIIVEILQKRFNFTYELVVPERNYESGGVKSEDSLIGLLNSSKVDMVAAFLPKLTKFQKMVSFSHTLDEGVWRMMLKRPKESAAGSGLLAPFNSLVWYLILAVVFFYGPCITLLTRIRSKIIRDEEHHLPLSPSFWFVYSAFIKQGTSLEPEANSTRILFATWWIFIIFLSAFYTANLTAFLTLSKFTLEIENTIDLYKKNYRWVAQKGGSVECTVTDPSYDLYYLNKMLLNGRAEFRNVKSDIDYLPIVQGGAVLVKEQIAIDHLMYNDYLSKSRDGVEEANRCTYVVAPNPFMKQLRAFGYPYDSKLKLLFDSTLVYIQQSGIINFLINQDLPSTKICPLDLQSKDRQLRNTDLMMTYMIIVAGVCAALAVFIAELVIKRYVYLKIRKGDKSKRKKLRFNRDISQRFNDTRPPPYDSLFGNESENSIKKIINGREYYVFNKGNGVSKLVPVRAPSALLYR
>DhouIR21a
MNVTFSEEIEYYASESVFDSKKSLILEREIKRVKRNNILLIKNDTNVSKQRSLDLNIEIKEFKETKIKRAVDSTFHGYPKTREELWNERFLNESTAFDQTPSLIKLLHNITLTYLKDCTPVILYDNLVKNKESFLFQNLLKGFPVTFVHGYIDDNDELKEPKLLRTVKECLHFMIFLTDVKRSAKVLGKQSNSKVVIVARSSQWAVEEFLAGPLSRMFTNLLVIGQSFNEDVDNTLEAPYILYTHKLYTDGLGASQPVVLNSWTHGKFSRYVNLFPPKMTDGYAGHRFVVAASNQPPFVFRRIKTDLDGGNPRVVWDGIELKVLALLAERNNFSIEIIEPQEPNLGPGDAVAKEVSMGRADIAVAGMYLTSERIRDMDMSFAHSQDCAVFITLMSTALPRYRAILGPFHWHVWLTLILTYLFGMFPLAFSDKHTLRHLINNSGEIENMFWYVFGTFTNCFTFLGKNSWSKTTKITTRLLIGWYWIFTIIITSCYTGSIIAFVTLPIFPETVDTIDQLLSGFYRIGTLDKGGWERWFLNSSDSKTNKLFRKIEFVPNVEAGIRNTTK
AFFWPYAFLGSQSELEYIVQANFSKTKSKRAVLHISNECFAPFSVVMGFPNNSLHGKKLSNDISIMFQTGLIDKIADEVRWEMQKSSTGGFLSVGKGSLKIASAEEKGLTTEDTQGMFLLLAAGFLMGATALISEWMGGFSRKCCFKKTIPPKSISEEELAGTPDLEELNVLCNGTDSILDFGTGSTSASSRDTLHGKLINITEANILVHDDFNTDQWESRRSSSIDLDKEVKDIFEKDEKTRWQRMNTPFLDSAKSESTASKDAFGDRVK
>DmelIR25a
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