' | Replicate A=1,296,411reads = Replicate B = 1,133,005 reads

1.0 R e S e T 1

) ,'"F-J E
()] | |
2 ; '
[} 08_ :-- :
-} | |
O | |
(0] | |
7)) ) :
3 064 | ;
W] : |
e 1 |
7] [ :
S 044 | |
O [ i
t | ]
(@] | |
S I I
& 0.2 1 E E
00 b oo !

1 5 10 15 20 25 >= 30

Sequence abundance

Figure S6: Proportion of preprocessed and dereplicated reads shared between both replicates of the one species mock
sample, amplified with the fwh1 primer set.



