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Figure S1: pCMV6vector harbouring human12R-LOX gene was trasfected

into HEK cell lines and immunofluorescence was done using 12R-LOX as
primary antibody and cy3 conjugated secondary antibody. Left panel: DAPI
stained cells, Middle panel: cy3 stained cells, Right panel: overlay with both

DAPI and cy3.
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Figure S2: SDS-PAGE analysis of Superose-12 purified (Gel filtration)
protein fractions of the human 12R-LOX enzymes and gels were stained with
silver nitrate. M-Low molecular weight marker (Amersham biosciences), P-

Ni-NTA purified protein fraction, 1-10-Eluted fractions
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fetinet Mascot Search Results

user : Monica Kannan
Email : monica_kannan2001¢yahoo.co.in

Search title  :

Database : NCBInr 20110513 (14086771 sequences: 4829852813 residues)

Taxonomy : Homo sapiens (human) (237142 sequences)

Timestamp : 20 May 2011 at 07:56:49 GMT

Top Score : 120 for gi|4502053, arachidomate 12-lipoxygenase, 12R-type [Homo sapiens]

Mascot Score Histogram

Protein score is -10*Log(P), where P is the probabilty that the observed match is a random event
Protein scores greater than 66 are significant (p<0.05).
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1. 114502053  Mass: 51216  Score: 120  Expect: 2.42-07 Matches: 1i
arachidonate 12-lipoxygenase, 12R-type [Homo sapiens]
911119575154  Mass: 11010  Score: 42 Expect: 11 Matches: 3
hCG1811490, isoform CRA a [Homo sapiens]
31189065176 Mass: 10238  Score: 31 Expect: 1.92402 Matohes: 2
unnamed protein product [Homo sapiens]
231119613215 Mass: 3623 Score: 30 Expect: 2.2e402 Matohes: 2
KCG1814697, isoform CRA_a [Homo sapiens]
21110834221  Mass: 63178 Score: 30 Expeot: 2.52+02 Matches: 4
unnemed protein product [Homo sapiens]
9i]194382658  Mass: 9642 Score: 30 Expect: 2.7e+02 Matches: 2
unnemed protein product [Homo sapiens]
gi| 19773008 Mass: 9452 Score: 29 Expect: 2.7e+02 Matches: 2
irmmunoglobulin heavy chain variable region [Homo sapiens]
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Figure S3: MALDI report for the human 12R-Lipoxygenase protein expressed and purified from Rosetta Strain.
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Figure S4- HPLC analysis of the reaction products formed by purified human 12R-LOX in the presence

of extracts of Acalypha indica leaves. Purified human 12R-LOX activity assay was assessed by incubating it with
substrate arachidonic acid. In different experiments, the enzyme was pretreated with control DMSO (A), Zileuton (B),
Ethyl acetate extracts of plant Acalypha indica (C), Aqueous extracts of plant Acalypha indica (D).
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