
Figure S6: Number of sequences per OTU from sequencing lane 1 divided by lane 2 (minimum 
sequence abundance per OTU, from both replicates combined 0.01%). OTU abundance is indicated 
by colour, with the total number of target OTUs per sample and primer combination is given on the 
top left corner in each plot (number of non target OTUs in brackets). Target hits are indicated with 
circles (“o”), while non target hits and unidentified OTUs are indicated by crosses in the plot (“x”).


