
500 86 87 8940 86

86 500 169 183104 132

87 169 500 9267 50

89 183 92 500103 220

40 104 67 103500 78

86 132 50 22078 500

NMF

DESeq2

EdgeR

SCDE

Monocle

MAST

NMF DESeq2 EdgeR SCDE Monocle MAST
method

m
et

ho
d

100

200

300

400

500

number of
overlap
genes


