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104947°2.Gog.Gre TS
152050°3.Gma.Pac TS
152921°3.Gmo.Nor TS
FG312333.1 cathl TS
EY975127 cathl TS
152027°1.Gch.Pac TS
GWS862872.1-cathl TS
200079°3.Gmo.Can TS
117757°1.Gmo.Ice TS
104931°1.Gmo.Gre TS
118507°7.Gmo.Ice TS
200079°'1.Gmo.Can TS
115574°2.Gmo.Far TS
140233°2.Gmo.Bal TS
140176°1.Gmo.Cel TS
104725°1.Bsa.Gre TS
114718°1.Gmo.Far TS
152924°3.Gmo.Nor TS

LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
KENGR||'NENFTLSYINQDADIQGFQFN[EDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK['NENFTLSYINQDADIQGFQFNEDAATIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEGAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGLQFN[EDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
KENGR||'NENFTLSYINQDADIQGFQFN[EDAATIKEATL 121
LKENGK||'NENFTLSYTNQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NE@NFTLSYINQDADIQGFQFN@GDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGKM 'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
LKENGK||'NENFTLSYINQDADIQGFQFNEDAAIKEATL 121

105746°'1.Gmo.Gre TS LKENGK]] NENFTLSYIKQDADIQGFQFNEDAAIKEATL 121
103852°2.Gog.Gre TS LKENGK['NENFTLSYTKQDADIQGFQFNEDAAIKEATL 121
152074'1.Gma.Pac TS LKENGK['NENFTLSYIKQDADIQGFQFNEDAAIKEATL 121
152050°'1.Gma.Pac TS LKENGK['NENFTLSYIKQDADIQGFQFNEDAAIKEATL 121
152027°3.Gch.Pac TS LKENGK[ ' NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
118507°6.Gmo.Ice TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
140272°9.Gmo.Bar TS LKENGK['NENFTLSYINQDADIQGFQFN@GDAAIKEATL 121
140179°3.Gmo.Cel TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
140254°2.Gmo.Bar TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
140179°1.Gmo.Cel TS LKENGK[ ' NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
152018°3.Gch.Pac TS LKENGK['NENFTLSYINQDADIQGFQFN@GDAAIKEATL 121
140272°'8.Gmo.Bar TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
140272°'1.Gmo.Bar TS LKENGK['NENFTLSYINQDADIQGFQFN@EDAAIKEATL 121
118507°12.Gmo.Ice TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
152027°2.Gch.Pac TS LKENGK['N@NFTLSYINQDADIQGFQFNEDAAIKEATL 121
104931°3.Gmo.Gre TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
ES786338.1 cath2 TS LKENGK['NENFTLSYINQDVDIQGFQFNEDAAIKEATL 121
103659°2.Bsa.Gre TS LKGNGK['NENVTLSYINQDADIQGFQLNEDAAIKEATL 121
105746°3.Gmo.Gre TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
152074'3.Gma.Pac TS LKENGK['NENFTLSYINQDADIQGFQFNEDAAIKEATL 121
1]
]

=

114718'4.Gmo.Far TS LKENGR| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 K Asp,
125968'3.Gmo.Ice TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 R Arg
115574°'1.Gmo.Far TS LKENGK|| NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 ’
152924'2.Gmo.Nor TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 K Phe,
200093'5.Gmo.Can TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 [ Ala,
117795'1.Gmo.Ice TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 [l Cys,
118214°2.Gmo.Ice TS LKENGK| [ NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 Ser,
140219'3.Gmo.Bal TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 % Asn
200093°3.Gmo.Can TS LKENGK| [ NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 = ’
EU707291.1°cathl TS LKENGK| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 B Leu,
GeneScaffold'2759 TS LKENGR| | NENFTLSYINQDADIQGFQFNEDAAIKEATL 121 [] Pro
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Figure S1. Alignment of amino acid sequences of exons 1, 2, and 3 combined, the
conserved part of cathelicidin, from clones of various individuals of Atlantic cod and
four closely related taxa. Highly polymorphic sites are boxed. The four conserved
cysteine residues characterizing cathelicidin are shaded. Up arrows represent positively
selected sites and down arrows negatively selected sites from Tables 1 and 2. Bsa.Gre
(Boreogadus saida), Geh.Pac (Gadus chalcogrammus), Gma.Pac (Gadus
macrocephalus), Gog.Gre (Gadus ogac) and Gmo (Gadus morhua) from various
locations; Iceland (Gmo.Ice), Greenland (Gmo.Gre), Barents Sea (Gmo.Bar), Celtic Sea
(Gmo.Cel), Baltic Sea (Gmo.Bal), Norway (Gmo.Nor), Faroe Islands (Gmo.Far),
Canada (Gmo.Can).
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1 1
105746°1.Gmo.Gre GHECG GENGHEG GIBIGEG GCHG GG G G G 112
103852°2.Gog.Gre GHECG GESNGHAG GESEGHEG GCHIG GG G G G 112
GHECG GEAMGHAG GEREGHEIG GCHG GG G G G 112
GHEICG GEAMGHAG GIRGHG GCHIG GG G G G 112
152027°3.Gceh. Pac GHECG GENGHEG GIBIGEG GCHG GG G G G 112
118507°6.Gmo.Ice GHlICG GGG @ @ [¢ GCHG GIASR G G G G 112
140272°9.Gmo.Bar GHECG GEAMGHAG GESEGHEIG GCHG GG G G G 112
140179°3.Gmo.Cel GHECG GEMGHAG GIRGHG GCHIG GG G G G 112
140254°2.Gmo.Bar GHAICG GIANGAG GERNGEG GCHG GG G G G 112
140179'1.Gmo.Cel GHECG GAMGHAG GESEGHEIG GCHIG GG G G G 112
152018°3.Gceh.Pac GHEICG GESGHAG GEREGHEIG GCHIG GG G G G 112
140272'8.Gmo.Bar GHECG GESGHAG GEREGHIG GCHIG GG G G G 112
104931°'3.Gmo.Gre GHECG GESGHAG GESEGHEG GCHIG GG G G G 112
140272°1.Gmo.Bar GHEICG GEASGHAG GESEGHEG GCHIG GG G G G 112
118507°12.Gmo.Ice GHECG GEASGHAG GESEGHEIG GCHIG GG G G G 112
152027°2.Gch.Pac GHAICG GAMGHAG GERGHG GCHIG GG G G G 112

1036592 Bsa.Gre  [EEIGINCGCHICH /N ¢ G NI ¢ Il G/} ¢ CINC G CH G C G GMMCCHNNNCHC G C G G G G CHCH Gl G IlICCC G GICCCC NN CNNNC CHCH N CINCC GCCCCCHGClcc 112

105746°3.Gmo.Gre GHEICG GEMGHAG GERRGHG GCHG GG GANRG GGG G G G 112

GEICG GEMGHG GERRGHG GCHG GG GANRG GGG G G G 112
104947°2.Gog.Gre GEICG GEM GG GERRGHG GCHG GG GARRG G G G 112

GEICG GGG GERRGHG GCHG GG GANRG G G G 112
152027°1.Gch.Pac GEICG GGG GERRGHG GCHG GG GIANRG G G G 112
104931°1.Gmo.Gre GHEICG GGG GERRGHG GCHG GG GIANRG G G G 112
GeneScaffold 2759 GHEICG GGG GERRGHG GCHG G GARRG G G G 112
152921°3.Gmo.Nor GEICG GEMGH G GERRGHG GCHG G GANRG G G G 112
200079°'1.Gmo.Can GHBICG GEMGH G GERRGHG GCHG G GARRG G G G 112
118507°7.Gmo.Ice GHEICG GEMR GG GERRGHG GCHG G GANRG G G G 112
140233°2.Gmo.Bal GHEICG GGG GIRRGHG GCHG G GIANRG G G G 112
115574°2.Gmo.Far GHEICG GGG GERRGHG GCHG G GIANRG G G G 112
140176°1.Gmo.Cel GECG GESIGHG GEIGEG GCHIG G GG G G G 112
104725°1.Bsa.Gre GEICG GEMGHG GERRGHG GCHG G GGHG G G G 112
114718°1.Gmo.Far GEICG GEMGH G GERRGHG GCHG G GANRG G G G 112
152924°3.Gmo.Nor GHEICG GGG GERRGHG GCHG G GARRG G G G 112
125968°3.Gmo.Ice GEICG GEMGHAG GERRGHG GCHG G GIANRG G G G 112
1147184.Gmo.Far GHEICG GGG GERRGHG GCHG G GIANRG G G G 112
115574°1.Gmo.Far GHEICG GGG GERRGHG GCHG G GARRG G G G 112
117757'1.Gmo.Ice GHEICG GEMGH G GERRGHG GCHG G GANRG G G G 112
152924°2.Gmo.Nor GEICG GEMGHG GERRGHG GCHG G GG G G G 112
200093°5.Gmo.Can GEICG GEMRGHG GERRGHG GCHG G GIANRG G G G 112
200079°3.Gmo.Can GHEICG GGG GERRGHG GCHG G GIANRG G G G 112
117795°1.Gmo.Ice GHEICG GGG GIRRGHG GCHG G GIANRG G G G 112
118214°2.Gmo.Ice GHEICG GEAMGAG GERRGHG GCHG G GIARRG G G G 112
140219°3.Gmo.Bal GEICG GGG GERRGHG GCHG G GANRG G G G 112
200093'3.Gmo.Can GEICG GEMGHAG GEGHG GCHG G GG G G G 112
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DONONNONNNNONNNANONANNANANNNO
DN NONNONNNNQ
DN NANN0NQ
DN NONNONONNANN0NNO
QOO0 NANANANANNANANN0
DN NONNANA0NQ
DONOONNONNNNONNNANONANNANANNNQ
DN NNANNNNANAN0NN0
[P ¥ Yo NoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNo NNl

[N}
>
o
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w
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336
336

336
336
336
336
336
336

336
336
336

336
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336
336
336
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336
336
336
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105746°1.Gmo.Gre
103852°2.Gog.Gre

152027°3.Gch.Pac
118507°6.Gmo.Ice
140272°9.Gmo.Bar
140179°3.Gmo.Cel

140254°2.Gmo.Bar
140179'1.Gmo.Cel
152018°3.Gceh.Pac
140272'8.Gmo.Bar
104931°'3.Gmo.Gre
140272°1.Gmo.Bar
118507°12.Gmo.Ice
152027°2.Gch.Pac

103659 °2.Bsa.Gre
105746°3.Gmo.Gre

104947°2.Gog.Gre

152027°'1.Gch.Pac
104931°'1.Gmo.Gre
GeneScaffold 2759
152921°3.Gmo.Nor
200079°1.Gmo.Can
118507°7.Gmo.Ice
140233°2.Gmo.Bal
115574°2.Gmo.Far
140176°1.Gmo.Cel
104725°1.Bsa.Gre
114718'1.Gmo.Far
152924°3.Gmo.Nor
125968°3.Gmo.Ice
114718'4.Gmo.Far
115574°1.Gmo.Far
117757'1.Gmo.Ice
152924°2.Gmo.Nor
200093°5.Gmo.Can
200079 3.Gmo.Can
117795°1.Gmo.Ice
118214°2.Gmo.Ice
140219°3.Gmo.Bal
200093°3.Gmo.Can

Intron 2

HN WS

AT
il
i1l

%

GGGG G G
GGGG G G
GGGG G G
GGGG G G
GGGG G G
GGGG G G
GGGG G G
GGGG| G

_G-GG-G-G_GGG-GGGG-G-G_G_GIG

GGGG
GGGG
GGGG
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GGGG

i
_
_

QOO0 QOQ0 QOO
QOO0 QOO0 QAR
QDONONONNN QOO0 QOO
QNN QOO0 Q00
QNN NAN QOO0 QNN
DO NNN QOO0 QOO D>

DN NANNN0NQ
DN NANRNNQ
DONONNONNNNONNNANANANNANANNNO
DN NANRONNQ
QRN NANANANANNANANNN
QRN NANANANANNANANN0

400 410

w
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340 350 360 370
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420

WAJAAT

QDN NNANN QNN QNN

EEEEN:EEE
o

DDA QNN Q006
QRN NNNN QNN QNN

QOO QN0 Q00N

AT G N G I C A C Al G B C

QNN NNNNNNNANNNNNRNNNRNRRNNNNN
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QNN NNNNNNNNNNNNRNNNRRNNRNNN

447
447
447
447

439
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448
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Intron 2 Ezon 3

3 T 3

2 2

AT TATTTT AT AATCAN caTT A TTTTECTATTTACABAATEAT AT ARTTT AL G TACATRM ACATE AT GG
105746°1.Gmo.Gre  GJENG G G G G G G GHG GEEGCHG 559
103852°2.Gog.Gre GEARG G G G G G G GHIG GEGCHIG 559
G G G G G G G GG GG CHIG 559
G G G G G G G GG GESGCHIG 559
152027°3.Gch.Pac . G G G G G G G GG GENGCHIG 550
118507°6.Gmo.Ice  .|BMG G G G G G G GG GRS GCHG 558
140272°9.Gmo.Bar .| SlG G G G G G G GG GG CHIG 558
140179°3.Gmo.Cel . G G G G G G G GG GESGCHIG 558
140254°2.Gmo.Bar GG G G G G G G GHG GG CHG 559
140179°1.Gmo.Cel GG G G G G G G GG GIASRGCHG 559
152018°3.Gceh.Pac GG G G G G G G GG GG CHIG 559
140272°8.Gmo.Bar GG G G G G G G GG GESGCHIG 559
104931 3.Gmo.Gre GG G G G G G G GHIG GENGCHIG 559
140272'1.Gmo.Bar GG G G G G G G GG GENGCHIG 559
118507°12.Gmo.Ice GG G G G G G G GG GENGCHIG 559
152027°2.Gch.Pac GG G G G G G G GG GIAGCHG 559
103659 °2.Bsa.Gre 559
105746°3.Gmo.Gre  GEEG G G G G GHEG GIENGCEG 560
(¢}, [¢f G G G G GG GESGCHIG 560
104947°2.Gog.Gre (¢l [¢f G G G G GG GENGCHIG 553
GENG G G G G GG GENGCHIG 560
152027°'1.Gch.Pac GERG G G G G GHIG GENGCHIG 557
104931°'1.Gmo.Gre GG G G G G GHG GG CHG 559
GeneScaffold'2759 GG G G G G GG GG ClIG 557
152921°3.Gmo.Nor GEMG G G G G GG GG CHG 557
200079°1.Gmo.Can GG G G G G GG GG CHIG 557
118507°7.Gmo.Ice GEARG G G G G GG GENGCHIG 557
140233°2.Gmo.Bal GG G G G G GG GG CHG 557
115574°2.Gmo.Far GG G G G G GHAlG GG CHG 557
140176°1.Gmo.Cel GG G G G G GAG GG CHG 557
104725°'1.Bsa.Gre GEARG G G G G GG GESGCHIG 557
114718'1.Gmo.Far GG G G G G GG GESGCHIG 557
152924°3.Gmo.Nor GG G G G G GHIG GESGCHIG 557
125968 °3.Gmo.Ice GERG G G G G GHIG GENGCHIG 557
114718'4.Gmo.Far GG G G G G GG GG CHG 557
115574'1.Gmo.Far GG G G G G GG GG CHIG 557
117757'1.Gmo.Ice GG G G G G GG GG CHIG 557
152924°2.Gmo.Nor GG G G G G GG GEMGCHIG 557
200093°5.Gmo.Can GG G G G G GG G GCHIG 557
200079°3.Gmo.Can GG G G G G GG GIASIGCHIG 557
117795°1.Gmo.Ice GERG G G G G GHIG GENGCHIG 557
118214°2.Gmo.Ice  GIEMG G G G G GG GG CHIG 557
140219°3.Gmo.Bal GG G G G G GG GESGCHIG 557
200093°3.Gmo.Can GG G G G G GHIG GG CHG 557

450 460



105746°1.Gmo.Gre
103852°2.Gog.Gre

152027°3.Gch.Pac
118507°6.Gmo.Ice
140272'9.Gmo.Bar
140179°3.Gmo.Cel

140254°2.Gmo.Bar
140179°1.Gmo.Cel
152018°3.Gceh.Pac
140272'8.Gmo.Bar
104931°'3.Gmo.Gre
140272'1.Gmo.Bar
118507°12.Gmo.Ice
152027°2.Gch.Pac

103659 °2.Bsa.Gre
105746°3.Gmo.Gre

104947°2.Gog.Gre

152027°'1.Gch.Pac
104931°'1.Gmo.Gre
GeneScaffold 2759
152921°3.Gmo.Nor
200079°1.Gmo.Can
118507°7.Gmo.Ice
140233°2.Gmo.Bal
115574°2.Gmo.Far
140176°1.Gmo.Cel
104725°1.Bsa.Gre
114718'1.Gmo.Far
152924°3.Gmo.Nor
125968°3.Gmo.Ice
114718'4.Gmo.Far
115574°1.Gmo.Far
117757'1.Gmo.Ice
152924°2.Gmo.Nor
200093°5.Gmo.Can
200079°3.Gmo.Can
117795°1.Gmo.Ice
118214°2.Gmo.Ice
140219°3.Gmo.Bal
200093°3.Gmo.Can

FEzxon 3 Intron 8
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QOO NONN QOO0
QNN NONA QOO0
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QRN QNN
QOO0 N QRN
QOO NOANN QOO
QNN NN QN
QOO0 QOO0
QOO NNNN QOO

N C [ G 5 C G 588 G C ] : A A G G G G IR C CI G A G G C/EINATH C C
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DN NNONONNANN0NNO
DONOONONNNNONNNNONONNANANNNO
QNN NANNANANNQ
NN NN 0000
QNN NNNNNNNNNNNRRNNNRANNRNN
DN NANNLNLNONNNANANNNNANRNNQ
DONONNONNNNONNNANONNNNANANNNO
QNN NANNANAN0N0
DN NANAN0NNQ
DONOONNONNNNONNNANONANNANANNO

DONOONONORN

o
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668
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665
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Intron 3

4 4

: TE{ AL TN AT ATTMI  TCTCCAATATT

2 2
105746°'1.Gmo.Gre GG . GHIG G GEEGHEG GCG GG 771
103852°2.Gog.Gre GG . GHIG G GESIGEG GCG GIAIG 771
....... GG . GHIG G GEASIGEG GCG GIEAIG 713
GG . GHIG G GAMGHEG GCG GIEAIG 771
152027°3.Gch.Pac G GG . GHIG G GEEGHEG GCG GG 758
118507°6.Gmo.Ice G GG . GHIG G GESIGEG GCG GIAIG 748
140272°9.Gmo.Bar G GIAIG . GHIG G GGG GCG GIAIG 748
140179°3.Gmo.Cel G GG . GHIG G GAMGHEG GCG GIEAIG 743
140254°2.Gmo.Bar G GG . G G GEEGEG GCG GIEEGHEG G 771
140179°1.Gmo.Cel G GG . G G GESIGEG GCG GIEAIGAG G 772
152018°3.Gch.Pac G GG . G G GAMGEG GCG GEAIGAG G 769
140272'8.Gmo.Bar G GG . G G GEAMGEG GCG GIEAIGAG G 774
104931°3.Gmo.Gre G GG . G G GESIGEG GCG GGG G 771
140272°1.Gmo.Bar G GG . G G GESIGHG GCG GGG G 771
118507°12.Gmo.Ice G GG . G G GESIGEG GCG GGG G 772
152027°2.Gch.Pac G GG . G G GAMGEG GCG GEAIGAG G 773

1036592, Bsa. Gre |GG N . ICTRNI RN G c O NN AN N I N OO BN S O N I N 1 B CICHCCH I 770

105746°3.Gmo.Gre G G G GCG GIEBEGHEG G G 772

G G GG GCG GIRAIGAG G G 772
104947°2.Gog.Gre G G GG GCG GIEAGAG G G 765

G G ¢l (¢ GCG GEAGAG G G 772
152027°'1.Gch.Pac G G ¢l [¢ GCG| GEMGAG G G 768
104931°1.Gmo.Gre G G ¢ (¢ GCG| GEMGAG G G 771
GeneScaffold 2759 G G GG GCG GEMGAG G G 769
152921°3.Gmo.Nor G G GG GCG GIERAIGAG G G 769
200079°1.Gmo.Can G G GG GCG GGG G G 768
118507 7.Gmo.Ice G G (¢l (¢ GCG GEAGAG G G 769
140233°2.Gmo.Bal G G GG GCG| GEMGAG G G 769
115574°2.Gmo.Far G G ¢ [¢ GCG| GEMGAG G G 769
140176°1.Gmo.Cel G G GG GCG GERGAG G G 768
104725°1.Bsa.Gre G G GG GCG GIRAIGAG G G 762
114718'1.Gmo.Far G G (¢l (¢ GCG GIAGAG G G 769
152924°3.Gmo.Nor G G (¢l (¢ GCG GEAGAG G G 770
125968 °3.Gmo.Ice G G ¢ [¢ GCG| GEMGAG G G 768
114718'4.Gmo.Far G G ¢ (¢ GCG| GEMGAG G G 769
115574'1.Gmo.Far G G ¢ ¢ GCG GERGAG G G 762
117757'1.Gmo.Ice G G GG GCG GIRAIGAG G G 769
152924°2.Gmo.Nor G G GG GCG GIAGAG G G 768
200093°5.Gmo.Can G G (¢l (¢ GCG GIEAGAG G G 768
200079°3.Gmo.Can G G GG GCG! GIEGAG G G 768
117795°1.Gmo.Ice G G ¢ (¢ GCG| GEMGAG G G 769
118214°2.Gmo.Ice G G GG GCG GERGAG G G 769
140219°3.Gmo.Bal G G GG GCG GIRAIGAG G G 769
200093 3.Gmo.Can G G GG GCG GIBAGAG G G 769

720 740



Intron 3

3 3
ATCRCANAT < AT ACATCTANT TA CTANTEATCTCATCTT T CATATCATT A CAACAACATE

105746°1.Gmo.Gre G G GG 832
103852°2.Gog.Gre G G GG 832
G G GG 774

G G GG 832

152027°3.Gch.Pac G G GG 830
118507°6.Gmo.Ice G G € (¢ 790
140272°9.Gmo.Bar G G GIBAIG 790
140179°3.Gmo.Cel G G GIAG 785
140254°2.Gmo.Bar 798
140179°1.Gmo.Cel 799
152018°3.Gch.Pac 796
140272'8.Gmo.Bar 801
104931°3.Gmo.Gre 798
140272°1.Gmo.Bar 798
118507°12.Gmo.Ice 799
152027°2.Gch.Pac 800
103659 °2.Bsa.Gre 831
105746°3.Gmo.Gre G G GG G GG 842
G G GG G GG 842

104947°2.Gog.Gre G G| G ¢l (¢ G Gl G 826
G G| G ¢ (¢ G Gl G 833

152027°1.Gch.Pac G G G| G ¢ (¢ G Gl G 878
104931°1.Gmo.Gre G G G G| G ¢ (¢ ¢ Gl G 841
GeneScaffold 2759 G G G G| G ¢ ¢ G G G 839
152921°3.Gmo.Nor G G G G G GG G GG 839
200079°1.Gmo.Can @G G G G G GG G GG 838
118507°7.Gmo.Ice G G G G| G ¢ (¢ G Gl G 839
140233°2.Gmo.Bal G G G G| G G G G G 839
115574°2.Gmo.Far G G G G| G ¢ (¢ G ¢, ¢ 839
140176°1.Gmo.Cel G G G G| G GHERRG G G G 838
104725°1.Bsa.Gre G G G G G GG G GG 832
114718'1.Gmo.Far G G G G| G ¢ (¢ G GIlBA G 839
152924°3.Gmo.Nor G G G G .. GG G GG 837
125968 °3.Gmo.Ice G G G G| G ¢ (¢ G Gl G 838
114718'4.Gmo.Far G G G G| G ¢ (¢ G Gl G 839
115574'1.Gmo.Far G G G G| G ¢ ¢ G G G 832
117757'1.Gmo.Ice G G G G G GG G GG 839
152924°2.Gmo.Nor G G G G| G ¢ (¢ G Gl G 838
200093°5.Gmo.Can G G G G| G ¢ (¢ G Gl G 838
200079°3.Gmo.Can G G G G G GG G GG 838
117795°1.Gmo.Ice G G G G| G GENRG G Gl G 839
118214°2.Gmo.Ice G G G G| G ¢ ¢ G G G 839
140219°3.Gmo.Bal G G G ¢ G GG G GG 839
200093°3.Gmo.Can |G| G G G G GG G GG 839




Intron 3

A T
HE
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105746°1.Gmo.Gre
103852°2.Gog.Gre

152027°3.Gch.Pac
118507°6.Gmo.Ice
140272°9.Gmo.Bar
140179°3.Gmo.Cel

140254°2.Gmo.Bar . ................
140179'1.Gmo.Cel ... i i i
152018 °3.Gch.Pac  .................
140272'8.Gmo.Bar . ................
104931°3.Gmo.Gre . ...
140272°'1.Gmo.Bar .. ...... ... ...
118507°12.Gmo.Ice ... ... ...
152027°2.Gch.Pac . ................

QRN QNN

DO QN0 QNN

QDOONONNON QOO0H QOO
QRN QN

R
i
i

QONONNNN QOO0 Q0O
QNN QNN QNN
QONOONONON QOQ0H QOO
QOO NONON QOOh QOO
QOO0 QOO0 QOO0
QOO0 O QOQ0N C)OS)O
QOO NNONN QOO0H QOO0
QOO OOO QOOh QOO0
QOONONNONN QOO 0H QOO0
QNN QNN QNN -

GG
GG
GG
GG

GG
GG
GG
GG

GG
GG
GG
GG
GG
GG
GG
GG

1036592, Bsa. Gre OGN c IS G o1 Gl c Ol I CC NN M B G S A N N e G

105746°3.Gmo.Gre
104947°2.Gog.Gre

152027°1.Gch.Pac
104931°1.Gmo.Gre
GeneScaftold 2759
152921°3.Gmo.Nor
200079°1.Gmo.Can
118507°7.Gmo.Ice
140233°2.Gmo.Bal
115574°2.Gmo.Far
140176°1.Gmo.Cel
104725°1.Bsa.Gre
114718'1.Gmo.Far
152924°3.Gmo.Nor
125968°3.Gmo.Ice
114718'4.Gmo.Far
115574'1.Gmo.Far
117757'1.Gmo.Ice
152924°2.Gmo.Nor
200093°5.Gmo.Can
200079°3.Gmo.Can
117795°1.Gmo.Ice
118214°2.Gmo.Ice
140219°3.Gmo.Bal
200093°3.Gmo.Can

DO NN0NN0R
DN NONNONNONANNNONANNNANANNNG
DN NNNNNNNNNNNNNRRNNNNNN
DDA NANANNNR
DN NONNNNONNNNONAONNG
DN NANNNANANNNQ
DN NNNNNNNNNANNNNNRNNNNNN
DN NANNNANANNNQ
DN NANANONANNNANANN
DO NONNONO0NN0

[P NoNoNoToNoNoNo o oo oo oo o o NoNo o NoNoNo o Ko N o)
QAN QR

QNN NNR
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934
941
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949
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940
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940
947
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947
947
947
947



105746°1.Gmo.Gre
103852°2.Gog.Gre

152027°3.Gch.Pac
118507°6.Gmo.Ice
140272°9.Gmo.Bar
140179°3.Gmo.Cel

140254°2.Gmo.Bar
140179°1.Gmo.Cel
152018°3.Gch.Pac
140272'8.Gmo.Bar
104931°3.Gmo.Gre
140272'1.Gmo.Bar
118507°12.Gmo.Ice
152027°2.Gch.Pac

103659 °2.Bsa.Gre
105746°3.Gmo.Gre

104947°2.Gog.Gre

152027°1.Gch.Pac
104931°1.Gmo.Gre
GeneScaftold 2759
152921°3.Gmo.Nor
200079°1.Gmo.Can
118507°7.Gmo.Ice
140233°2.Gmo.Bal
115574°2.Gmo.Far
140176°1.Gmo.Cel
104725°1.Bsa.Gre
114718'1.Gmo.Far
152924°3.Gmo.Nor
125968°3.Gmo.Ice
114718'4.Gmo.Far
115574'1.Gmo.Far
117757'1.Gmo.Ice
152924°2.Gmo.Nor
200093°5.Gmo.Can
200079°3.Gmo.Can
117795°1.Gmo.Ice
118214°2.Gmo.Ice
140219°3.Gmo.Bal
200093°3.Gmo.Can

HN WS
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DA R

QNN NONNANNANNNNANNNN
QNN ANANNAR
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=N WS
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1062
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1046
1053
1100
1059
1067
1057
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105746°1.Gmo.Gre
103852°2.Gog.Gre

152027°3.Gch.Pac
118507°6.Gmo.Ice
140272'9.Gmo.Bar
140179°3.Gmo.Cel

140254°2.Gmo.Bar
140179'1.Gmo.Cel
152018°3.Gceh.Pac
140272'8.Gmo.Bar
104931°'3.Gmo.Gre
140272°1.Gmo.Bar
118507°12.Gmo.Ice
152027°2.Gch.Pac

103659 °2.Bsa.Gre
105746°3.Gmo.Gre

104947°2.Gog.Gre

152027°'1.Gch.Pac
104931°'1.Gmo.Gre
GeneScaffold 2759
152921°3.Gmo.Nor
200079°1.Gmo.Can
118507°7.Gmo.Ice
140233°2.Gmo.Bal
115574°2.Gmo.Far
140176°1.Gmo.Cel
104725°1.Bsa.Gre
114718'1.Gmo.Far
152924°3.Gmo.Nor
125968°3.Gmo.Ice
114718'4.Gmo.Far
115574°1.Gmo.Far
117757'1.Gmo.Ice
152924°2.Gmo.Nor
200093°5.Gmo.Can
200079°3.Gmo.Can
117795°1.Gmo.Ice
118214°2.Gmo.Ice
140219°3.Gmo.Bal
200093°3.Gmo.Can
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Intron 3

Ezon 4

T
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H

QDR NN QN0 QNN

DO NN QN QOON
NN QNN QOO N
QDO QN0 QNN
DO QOO QNN

QRN NNNN QNN QNN

-

GGG
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GGG

QOO ONNN QOO QOO0
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T
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i

GGGGG
GGGGG
GGGGG
GGGGG
GCGGG
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GGGGG
GGGGG
GGGGG
GGGGG
GGGGG
GGGGG
GGGGG
GGGGG

QNN NN QOO0 Q0O
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[PioToNoNoToNoNo o oo No o o NoNo oo No o o NoNo No o NoNo)

NN NNNNNNNNNANNANNNANNNANNA0
QNN NN0
QNN NNNNANNNNRRNNNRANNNNN
QNN NNNNNNNNNANNNNANNANNNNN0
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QAN NNNANNNNRRANNNRNRRNNRNNR

DN NNONONNANN0NO

1100

QOO NANANONANANNANNANANANNNO

........................... GG
........................... GG
DI . - - ¢ ¢
........................... GG
........................... GHG
........................... GHG
........................... GG
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G G G G GGG
G G G GGG
152027°3.Gch.Pac GG GG G G GGG
118507°6.Gmo.Ice GG GGG G G GGG
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140179°'3.Gmo.Cel GG GG G G
140254°2.Gmo.Bar GG
140179'1.Gmo.Cel GG
152018°3.Gceh.Pac GG
140272'8.Gmo.Bar GG
104931°'3.Gmo.Gre GG
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105746°1.Gmo.Gre G| GGG G G G| G| G G G 1322
103852°2.Gog.Gre G G G G| G| G G G 1322
G G G G| G| G G G 1237
G G| G G| G| G G G 1322
152027°3.Gch.Pac G G G G| G G G G 1321
118507°6.Gmo.Ice G G G G G G G G 1281
140272°9.Gmo.Bar G G G G| G G G G 1281
140179°3.Gmo.Cel G| G| G G| G| G G G 1276
140254°2.Gmo.Bar . GCHIG G G| G| G G G GBGGG 1212
140179°'1.Gmo.Cel G . GCAIG G G| G| G G G GHGGG 1204
152018°3.Gch.Pac G . GCHG G G| G| G G G GGGGG 1210
140272°8.Gmo.Bar G . GCAIG G G| G| G G G GGG 1215
104931°3.Gmo.Gre G .GCHG G G| G| G G G GGG 1212
140272°1.Gmo.Bar G . GCAIG G G| G| G G G GGG 1212
118507°12.Gmo.Ice G.GCHG G G| G| G G G GGG 1213
152027°2.Gch.Pac G . GICAIG G| G| G G G G GGG 1214
103659°2.Bsa.Gre | SEICICG . GG G G G CH G CINC G GCG GMMCINC G MMCIH G C/RMMNA C/H G A CRNA G CN G CCH G GHCHNG GG 1321
105746°3.Gmo.Gre G. G| GEG| G G G G 1345
G. G GCG| G G| G G 1345
104947°2.Gog.Gre G. G GCG G G| G G 1278
G. G GCG| G G| G G 1285
152027°1.Gch.Pac G. G GCG G G| G G 1368
104931°1.Gmo.Gre G. G GCG| G G G G 1327
GeneScaffold 2759 G. G GCG G G G G 1325
152921°3.Gmo.Nor G. G GCG| G G G G 1325
200079°1.Gmo.Can G. G GCG G G G G 1324
118507°7.Gmo.Ice G. G GCG G G G G 1325
140233°2.Gmo.Bal G. G GCG| G G| G G 1325
115574°2.Gmo.Far G. G GCG G G G G 1325
140176°1.Gmo.Cel G. G GCG| G G| G G 1324
104725°1.Bsa.Gre G. G GCG G G| G G 1318
114718°1.Gmo.Far G. G GCG| G G| G G 1325
152924°3.Gmo.Nor G. G GCG G G| G G 1323
125968°3.Gmo.Ice G. G GCG| G Gi G G 1324
114718°4.Gmo.Far G. G GCG G G| G G 1343
115574°1.Gmo.Far G. G GCG| G G G G 1318
117757°1.Gmo.Ice G. G GCG G G G G 1352
152924°2.Gmo.Nor G. G GCG G G G G 1324
200093°5.Gmo.Can G. G GCG G G G G 1324
200079°3.Gmo.Can G. G GCG G G G G 1324
117795°1.Gmo.Ice G. G GCG G G G G 1325
118214°2.Gmo.Ice G. G GCG G G G G 1325
140219°3.Gmo.Bal G. G GCG| G G| G G 1325
200093°3.Gmo.Can G G GCG G G G G 1325
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Figure S2. Alignment of nucleotide sequences of cathelicidin among clones from various individuals of Atlantic
cod and four closely related taxa. Bsa.Gre (Boreogadus saida), Geh.Pac (Gadus chalcogrammus), Gma.Pac
(Gadus macrocephalus), Gog.Gre (Gadus ogac) and Gmo (Gadus morhua) from various locations; Iceland
(Gmo.Ice), Greenland (Gmo.Gre), Barents Sea (Gmo.Bar), Celtic Sea (Gmo.Cel), Baltic Sea (Gmo.Bal), Norway
(Gmo.Nor), Faroe Islands (Gmo.Far), Canada (Gmo.Can).
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Figure S3. Maximum likelihood phylogenetic tree of Cathelicidin amino acid sequences of the conserved part.
Phylogenetic tree built on amino acid sequences in exons 1, 2, and 3 combined, the conserved part of cathelicidin,
of clones from various individuals of Atlantic cod and four closely related taxa. Bsa.Gre (Boreogadus saida),
Gch.Pac (Gadus chalcogrammus), Gma.Pac (Gadus macrocephalus), Gog.Gre (Gadus ogac) and Gmo (Gadus
morhua) from various locations; Iceland (Gmo.Ice), Greenland (Gmo.Gre), Barents Sea (Gmo.Bar),

, Baltic Sea (Gmo.Bal), Norway (Gmo.Nor), Faroe Islands (Gmo.Far), Canada (Gmo.Can).
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Figure S4. Maximum likelihood phylogenetic tree of nucleotide sequences. Phylogenetic tree of nucleotide
sequences of the cathelicidin gene from various individuals of Atlantic cod and four sister taxa. Bsa.Gre
(Boreogadus saida), Geh.Pac (Gadus chalcogrammus), Gma.Pac (Gadus macrocephalus), Gog.Gre (Gadus ogac)
and Gmo (Gadus morhua) from various locations; Iceland (Gmo.Ice), Greenland (Gmo.Gre), Barents Sea

, Baltic Sea (Gmo.Bal), Norway (Gmo.Nor), Faroe Islands (Gmo.Far), Canada

(Gmo.Bar),
(Gmo.Can).
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Figure SS. Sliding window analysis of nucleotide diversity 7 and the scaled mutation rate 6 for Cathl. Window
length was 100 bp with a 25 bp step size.
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Figure S6. Sliding window Tajima’s D for Cathl. Window length was 100 bp with a 25 bp step size.
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Figure S7. Sliding window analysis of nucleotide diversity 7 and the scaled mutation rate 6 for Cath3. Window
length was 100 bp with a 25 bp step size.



Tajima's D Cath 3

I I I I I I
200 400 600 800 1000 1200

Midpoint of sliding window

Figure S8. Sliding window Tajima’s D for Cath3. Window length was 100 bp with a 25 bp step size.



