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Taxa identified with BOLD

Ephemerella mucronata
Torleya major

Torleya major

Baetis rhodani

Baetis liebenauae

Habroleptoides confusa
Habroleptoides confusa
cdyonurus venosus

Ephemeridae
Epeorus sylvicola
Isoperla
Protonemt

Nemurella pictetii
Protonemura intricata
Nemurella picteti
Nemurella
Leuctra nigra
Leuctra braueri
ras cephalotes

Dinocras cephalotes
Perla marginata
Perlidae
Thremma gallicum
Thremma gallicum
Thremma gallicum
Chaetopteryx villosa
Odontocerum albicorne
‘Odontocerum albicorne
Odontocerum albicorne
Halesus radiatus
Halesus digitatus
Halesus radiatus
Agapetus ochripes
Agapetus delicatulus
Drusus annulatus
Anomalopterygella chauviniana
Sericostoma personatum
Qecismus monedula
Potamophylax cingulatus
Silo pallipes
Silo piceus

lectrocnemia conspersa
Philopotamus montanus

ip
Hydropsyche pellucidula
Hydropsyche saxonica
Hydropsyche dinarica
Rhyacophila nubila
Dicranota bimaculata
Pedicia littoralis
Palpomyia remmi
Ceratopogonidae
Geratopogonidae

ula

Plychoptera
Micropseatra pallidula
Limnophyes pentaplasius
Micropsectra notescens
Thienemanniella caspersi
Rheocricotopus fuscipes
Limnophyes habilis
Polypedilum albinodus
Chironomidae

Diamesa hyperborea
Chironomidae

Simulium lundstromi
Simulium
Simulium ornatum
Simulium ornatum
Simulium vernum
Simulium
Simulidae
Simulidae
Simulium

imulium
Blephariceridae
Limnius volckmari
Hydroporinae
Agabus
Agabus
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Cordulegaster boltonii
Radix balthica
Ancylus fluviatilis
Ivia

Asellus aquaticus
Asellus aquaticus
Asellus aquaticus
Asellus aquaticus

Dina punctata
Eipobdella vinensis
Daphnia pulex
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Trichoptera
Trichoptera
Rotifera
Rotifera
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Taxa identified with BOLD

Lype reducta
Enoicyla pusilla
Limnephilidae
Philodina flaviceps
Rotaria
Philodinidae
Philodinidae
Philodinidae
Habrotrochidae
Bdelloidea
Bdelloidea
Baelloidea
Philodinidae
Baelloidea
Rotifera
Philodinidae

Phytophthora gonapodyides
Phytophthora drechsleri
Saprolegnia
Pythiaceae
Saprolegniales
Pythiaceae

Epinotia tenerana
Insecta

Insecta

Insecta

Empoasca decipiens
Fagocyba douglas
Velia caprai

Naididae

Haplotaxida
Gastropoda
Batrachospermaceae

Gymnopternus aerosus
Empis stercorea
Dicranophragma nemoralis
Zygoneura

Diptera

Psychodidae

Diptera

Diptera

Cecidomyiidae

Diptera

Entomobrya nivalis
Tomocerus minor

Ocypus ater

Lepidocyrtus

Lepidocyrtus

Katiannidae

Katiannidae

Rhynchaenus fagi
Hydraena nigrita
Ancistronycha cyanipennis
Coleoptera

Helodrilus oculatus
Aporrectodea rosea
Ciitelata

Arthropoda

Figure S9. Experiment II: Overview of the 213 OTUs recovered across all replicates and their taxonomic
assignment when compared to the BOLD database. Sequence abundance of individual OTUs can be estimated from
the shading of the individual fields (see Figure 3 for a more detailed description). Sequence abundances are normalised
in each of the 10 replicates. A: Overview of the 52 specimens included in the tier mix run, and the 120 OTUs they were
assigned to. The percent identity of the respective OTU to sequences in the BOLD database is indicated as a % and

matches that were verified with amino acid translations are underlaid with a yellow background behind the OTUs. B

Overview of the 93 OTUs that were assigned to species that did not match one of the 52 tested specimens or did not
yield a match in the BOLD database.



