
Figure S1: Representation of the upstream regulatory region of tb1, showing the tb1 coding region
(green) and the Hopscotch insertion (red). Arrows show the location of primer sets; in black,
primers used for amplification and sequencing (Region 1; within the 5’ UTR, and Region 2; 66,169
bp upstream from the tb1 ORF); in blue, primers used to genotype the Hopscotch insertion.




