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Supplementary figure 2- Sporulation-related sequences that differ in abundance between the human Gl tract microbiome, and the cow rumen and human oral cavity.
The abundance of reads assigned to Lachnospiraceae-associated sporulation genes within metagenomic samples from the human gut microbiome were compared to those within
the cow rumen and the human oral cavity using STAMP. This revealed several genes that were more abundant in the human Gl tract (blue) compared to the rumen (green) or oral
cavity (yellow). The mean proportions of assigned reads within each dataset are shown in addition to the difference of these proportions between datasets. The p-value from the

Bonferroni-corrected two-sided Welch’s t-test is shown for each comparison.
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